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SequenceLi sti ng . ST25 
SEQUENCE LISTING 



<120> INHIBITION OF PEPTIDE CLEAVAGE IN PLANTS 

<130> LSBC-Hanley-0195 

<140> 10/620,669 

<141> 2003-07-16 

<150> 60/396,396 

<151> 2002-07-16 

<160> 40 

<170> Patentln version 3.2 

<210> 1 

<211> 39 

<212> DNA 

<213> Primer 

<400> 1 

gtgagggcaa gacattgatg tgcctgatat gatattgaa 



<210> 2 

<211> 24 

<212> DNA 

<213> Primer 

<400> 2 

ggcgtgatta tcggagttat agac 



<210> 3 

<211> 1194 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> TMV vector Construct 



<220> 

<221> misc_feature 

<222> (483).. (483) 

<223> n is a, c, g, or t 

<400> 3 

ggcgtgatta tcggagttat agacactgga attttccctg accatccttc atttagcgac 
gttgggatgt ctcccccgcc tgctaagtgg aaaggatttt gtgagtccaa tttcacgaca 
aagtgtaata acaagatcat aggactcagg tcttttcgat tatctgaaga taccccgata 
gatactgatg gacatggtac acacactgct agcacagctg caggagcttt tgtgaaaggt 
gccaatttct ttggtaatgc aaatggcaca gcagttggtg ttgcccctct tgcccacatg 
gccatatata aggtatgcag ttttgctact tgtagtgaaa ctgatgcttt agctgccatg 



24 



60 
120 
180 
240 
300 
360 
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Ldy d Ly d Ly y 


SequenceLi sti ng . ST2 5 
tgtagatatc atttccgcat ctctaggcgg 


dL L LdL LdaL 


420 


yCLCLaLLdv. 




tatttctctt 


ggcgcgtaca 


gtgcaacaga 


aaaannf aft 
dcLctdy y Let u l 


480 


r~ r> n a n "t~ n 

c xngc Lag xg 


ll LLLy Layy 


caatagcgag 


tttgataacc 


ctgtagcaaa 


Lad Ly LLLL L 


540 


tgga L LL ICd 


cag l Lggcgc 


tagcacccat 


gatagaaaac 


taaaagccac 


Ly L Lddy L L L 


fiOO 


ggaddLaadg 


aggaa l L xga 


aggagaatct 


gctgatcagc 


caaagacttc 


/"■aa/^-h/^aa^a 
LddLLLddLd 


uuu 


t tcarcgc xc 


xa l l xga xgc 


tggaaagaat 


gcaagtgatc 


aagatgctcc 


a"t~"t"/~"t"n+*ana 
dLLLLyLdyd 


/ CK) 


Teg xgggcga 


Lgac Lga lcc 


tgctatcaaa 


ggtaagatag 


tcttgtgtca 


aaaanaf/T"a 
ddddvjdLLLd 


/ ou 


ag Tag lc tea 


CCdy Ldy LLd 


aggacgaaat 


gtaaaggacg 


ctggaggcgt 


t"finratnatt 
LyyLdLydL L 


R40 


CLCdLLadLd 


^ -\- f f r\ t*\ zi. ana 

d Lccy y ddy d 


tggtgtcact 


aaatcagcta 


ctgctcatgt 


trttrrrnra 

LL L LL LLy L-d 


QOO 


t tagarg l l l 


cacaxgaaga 


aggagagaaa 


attaaggcct 


atataaattc 


a a /-I - 1~ /~ a aat 
ddLLLLdddL 


you 


cctattgctg 


caattacatt 


ccagggaaca 


gtaataggag 


ataaaaatgc 


tcctattgtt 


1020 


gcttcatttt 


ctgctcgagg 


accaagccga 


gcaaaccctg 


gcatcttaaa 


acctgatatt 


1080 


attggtcctg 


gtgttaatat 


ccttgctgct 


tggcctacca 


ccgtgaatat 


ccccaacaaa 


1140 


aacacaaatt 


ctggattcaa 


tatcatatca 


aacacatcaa 


tatcttaccc 


+■ f a f 

LLdC 


1 1 Q4 


<210> 4 
<211> 1194 
<212> DNA 

<213> Artificial Sequence 










<220> 

<223> TMV 


Vector construct 










<400> 4 
ggcgtgatta 


tcggagttat 


agacactgga 


attgttcctg 


accatccttc 


d L L Ldy Ly d L 


ou 


gttgggatgc 


ctcctccgcc 


tgctaaatgg 


aaaggatttt 


gtgagtctaa 


tttrarnarr 


1 70 


aagcgtaaca 


acaaactcat 


tggagccagg 


tctttcccgc 


ttgacaatgg 


LLLLdLdyd L 


1 AO 


gaaaatggac 


atggtacgca 


tacagcaagc 


acagctgcag 


gagcctttgt 


n a a anntrirt 

y dddyy LyL l 


740 


aatgtatttg 


ggaatgccaa 


tggaacagca 


gttggtgttg 


cccctcttgc 


yLdLdLdvjLL 




atatataagg 


tatgcggttc 


tgatggcgtt 


tgttctgatg 


ttgaaatttt 


dLLLyLydLy 


JUU 


gatgtagcta 


ttgatgatgg 


cgtagatatt 


ctatcaatat 


cccttggtgg 


ddL Ldy Ldd L 


4?o 


ccgttccata 


atgacaagat 


tgctcttggg 


gcgtatagtg 


caacagaaag 


anntatlrtt 
dy y La L LL L L 


480 


gttagttgtt 


ctgcaggcaa 


tagtggtcca 


ttccaacgca 


ctgtaaacaa 


LydLyLLLLL 


540 


tggattctca 


cagttggcgc 


tagcactcat 


gatagaaaac 


taaaggccac 


tgttaagctt 


600 


ggaaataaag 


aagaatttga 


aggagaatct 


gcttatcatc 


caaagacttc 


aagctcaaca 


660 


ttcttcactc 


tatttgatgt 


tgaaaaagat 


ggtacacgag 


caaccagagc 


ccctttctgc 


720 


ataccaggat 


cactcactga 


cccttctata 


aggggaaaga 
Page 


tagttgtgtg 
2 


cctggttggt 


780 



SequenceLi sti ng . ST2 5 



ggtggcgttc gtacggttga taaaggacaa gttgtaaagg 


atgctggagg 


tgttggcatg 


840 


attcttatca ataatccaga 


agatggtgtt 


actaaatcag 


ctgaagctca tgtccttcca 


900 


gcattggatg tttcagatgc agatggaaag aaaattcttg 


cctacataaa 


ctcaacgtcg 


960 


aatcctgttg 


ctgcaatcac 


cttccatgga actgtacttg 


gagataaaaa 


tgctcctata 


1020 


gttgcttcat 


tttcttctcg 


aggaccaagc 


gaagcaagtc 


gtggcatctt 


gaaacctgat 


1080 


attattggtc 


ctggtgttaa 


tgtccttgct 


gcttggccta 


cctcagtaga 


taacaacaaa 


1140 


aacacaaaat 


ccacattcaa 


tatcatatca ggcacatcaa 


tgtcttgccc 


tcac 


1194 


<210> 5 
<211> 2533 
<212> DNA 

<213> Artificial Sequence 










<220> 

<223> Expresses homologous to A thaliana, 
serine protease 


BAB02339 cucumi sin-like 




<400> 5 
cccacgcgtc 


cggtttttcc 


attctttttc 


attattatct 


ctttctgcct 


cactccggtg 


60 


accatttccg 


tccaatccga 


tggtcatgaa 


actttcatca 


ttcacgtttc 


caaatccgat 


120 


aagccccgtg 


ttttcaccac 


ccaccaccat 


tggtactcct 


ccatcatccg 


atccgtttcc 


180 


caacaccctt 


ctaaaatcct 


ctacacctat 


gaacgtgccg 


ccgtgggctt 


ctctgcacgc 


240 


ctcacagccg 


ctcaggccga 


tcagctccgc 


cgtattcccg 


gtgtaatctc 


cgtccttccc 


300 


gacgaagtac 


gccatctcca 


caccacccat 


acccctacct 


tcttgggact 


tgctgactct 


360 


ttcggccttt 


ggcccaactc 


cgattacgct 


gatgatgtca 


tcgtcggagt 


tctggacacg 


420 


ggtatatggc 


cggaaagacc 


gagtttttcc 


gacgagggtc 


tctctacggt 


tccttcaagt 


480 


tggaaaggga 


agtgcgttac 


tggacctgat 


tttcctgaaa 


cctcatgtaa 


taaaaaaatc 


540 


ataggcgctc 


aaatgtttta 


caaagggtat 


gaagctaaac 


atggcccaat 


ggatgaatca 


600 


aaagaatcaa 


aatcgccaag 


agatactgaa 


ggacatggaa 


cacatacagc 


atcaacagca 


660 


gctggttctt 


tagtggcaaa 


tgctagcttt 


taccaatatg 


ccaaaggtat 


ggctataaaa 


720 


gcaagaatag 


ccgcttacaa 


gatttgctgg 


aaaaatggct 


gttttaattc 


tgatatattg 


780 


gctgccatgg 


atcaagctgt 


tgatgatggt 


gtgcatgtga 


tctcactttc 


tgttggggct 


840 


aacggttatg 


ctccacatta 


tctgtatgat 


tctattgcaa 


ttggagcttt 


tggtgcatct 


900 


gaacatggcg 


tcctcgtctc 


atgttcagct 


ggaaattctg 


gtcccggagc 


ttatacggca 


960 


gtgaacattg 


ccccgtggat 


gctcactgtt 


ggtgcatcaa 


ctatagatcg 


tgagttcccg 


1020 


gcagatgtta 


ttttaggaga 


taatagaata 


tttggtggtg 


tttcattgta 


ctccggcaat 


1080 


cctttgaccg 


atgccaaatt 


gccggtggtt 


tattccggcg 
Page 


actgtggtag 
3 


caaatactgt 


1140 



SequenceLi sti ng . 5T25 



l-3l-/~r*3nna3 
XdXLLdyydd 


dyL, LdydLLL 


Lddddddy LL 


nrannaaaaa 
y Ldy yddddd 


L Ly LLL Ld Ly 


L.yd Ldyy yyd 


1200 


ggCddLyLXd 


yyy l Lydddd 


dy y y dy Ly Ly 


y Lyddy Ldyy 


rannrnnant 
LdyyLyydy l 


annnatnaf a 
ayyyoiLyciLct 




CXXgCXddXX 


LggCLydLLL 


Ly y cyddy dd 


L LLy LLy LLy 


attraratrt 
d L LLdLd LLL 


ll LLLLyyLy 


1 370 


acgaxggxcg 


n^/~33333n^ 
y LCdddddy C 


Ly ydydLddd 


ataanarart 
dLddy dLdL L 


arntaarotr 
dLy LddLy LL 


tnatrrttra 
Lyd LLL L LLd 


1 380 


cccacggcga 


cgaxcgxgxx 


^*a^l3^1fl33^3 

Cdydyy ddCd 


y Lyd LLyydd 


3 a+rarrnnr 
dd LLdLLy y L 


anrarrarnt 
dy LdLLdLy L 


1 440 


gtagcggcgx 


lc xcgagLxy 


dyydLL Ldd L 


ratttna t~c\c 
Ld L L Ly dLy L 


Ly y dy d l ll l 


taaarrnnal" 
Lddd LLy y d l 


1 ^00 


gX.LdLLyC.dL 


LLyydy l Ldd 


rattttnnrr 
Ld L L L Lyy LL 


nnttnnarrn 
yy l LyydLLy 


yd ll Ly l Lyy 


arrnarrnat 
dv.Lydi_i.ydL 




XXggdXdXXg 


dLdLy dy ddy 


antanaattr 
dy Lay dd L L L 


dd LdLLdLLL 


rf nnaarttr 

L LyyddL L LL 


ratntrnffir 

Ld Ly LLy LtJL 




ccLCdcgL ty 


ggggaxxggc 


LyLLLLdLLL 


dy ddy y y lll 


af~f*r*333.n1"n 
dLLLdddy Ly 


narrrranra 
ydLLLLdyt-d 




g eggxaaagx 


CdgCdCL LdL 


ydLddLdy L L 


■i- a r~ 3 a "triri 
LdLddL L Lyy 


dLddL LLLyy 


taaanta 1~1~t* 
Ldddy Ld LLL 


1 740 

X/ HLJ 


acagaxexxg 


ccacxggcca 


dydd LLLdC X 


LLLL LLy L LL 


dxy yd LLdyy 


tratntanar 
XLdXy Xdy dL 


1 R00 


i~ ^ ~% ^ /~ /*i *5 
ccgaaccgag 


CdLLggdLCC 


gggxxxgaxx 


LdLydLdLLy 


3 3 3 rt!3nrna 
dddL Ldy Lyd 


ttarntaaat 
XX dLy Lddd L 


IODU 


IICC XdXgCX 


^" /"• 3 "t~ /~1 n "t~ "t~ 3 

CCdLgy CLLd 


xydcygcyac 


y dLy LLy LLy 


xy l LLy Ly dy 


anattrttrt 

dy d L LLLLLL 


1 Q?0 


/— /-1 /-1 +■ /-1 -3 "3 "t~ +■ 
Cydy XgddXX 


y Ldy LyddLy 


ddy L L Lyy L L 


dL LLLyy ydy 


arrtnaatta 
dLL Ly dd L Ld 


LLLyLLyLLL 


1 QR0 


XCLgXXgXXX 


-t- -t- -a rrnntna 
L LdLLyy Ly d 


ydy LddLyy l 


ntfinttaaat 
y Ly y l Lddd l 


araanrnnnl" 
dLddy Lyyy l 


yy Ly dd Ldd L 


7040 


g Ldy yddddd 


3^3 a n 3 +" n /~ 
dXdCdydXy L 


tntntatnaa 
LyLyLdLydd 


ntnaanntna 

yxyddyy Lyd 


d Ly Ly LLy ll 


gxcggxggdg 


7100 

C XL/LI 


gxgaaxg rax 


<~ ^ r r\ r r\ *^ 1 

caccggcgaa 


gcxxgxaxxc 


ag xgaggaaa 


3/"l^~3 "3 3 /"I "t~ "t" "t~ 

dy Ldddy XX L 


gxcy xdxydy 


L XDU 


d LLdgCL Ldd 


dy dy Lddddd 


y dy xy y xy dL 


xxgcagaxgg 


xyddy yyyd l 


tna 3"h/~"t~n/~3 
LyddLL Ly Ld 




xxxyyyxxyd 


l Ly dd Ly y dy 


LydLyyddLL 


raraatntna 
LdLddLy Lyd 


naanr c raat 
yddy LL.Ldd l 


LyLyy LyLy l 




tggegtcact 


attctgatgc 


agcatccatg 


tgagtaatgg 


atgattgttc 


tttatattgc 


2340 


attgcatgga 


ccaataaact 


gggatgatga 


caaattgaaa 


gacgaaatgt 


tgctagagga 


2400 


tcatcgaatt 


tgtccaactt 


taatttcact 


ttctttacct 


tttgttctct 


gatgttgttc 


2460 


agattgatgt 


atatatgaat 


gaagcatacc 


cagttgtttc 


ccagaaaaaa 


aaaaaaaaaa 


2520 


aaaaaaaaaa 


aaa 










2533 



<210> 6 

<211> 813 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Clone that expresses homologous to A thaliana, AAF76468 similar 
to p69d gene of tomato 

<400> 6 

ggccattacg gccgggcacg tgaatcctga ateggctatt gatccgggcc taatatacga 60 

cactgataca tcagactaca tcaacctact atgcagcttg aactacacag agaaagaaat 120 

Page 4 



SequenceLi sti ng . ST25 



naaarttttr 

yd adv. L LL LL 


aLyaaLyay L 


LaaaLLL l Ly 


rl"r*nnnl"l"1"1" 
l, Lv_y y y llll 


oL LyyaLLLL 


rarttnatrt 

LaL L LyaLLL 


180 

XOLr 




ILdLL L LL. Ly 


L Ld Ly L LL-dy 


nrrtnattrr 
yLLLydLLLL 


LL, Ly L Lv~d Ly 


ttnttaanan 
L Ly L Lddydy 


?40 


gdLd L LddLd 


cd ty Lt-y cyy 


L L LL LddyLL 


Ly dy y iy Ldt 


dddy Ldddyd 


LdL Ly dd LL. L 


300 

jUU 


yddLLLLLjad 


ddyy l Ldy l l 


taantataan 
Lddy LdLddy 


rrraatnnan 
LLLaa Lyyay 


Liyaiy LLLa 


atnaatrttt 

dLyddLL.LL L 




aayyaadLaa 


dy y LaLaiyy 


L Laaa L L iya 


yayLLdLLcii 


d Ld L LLdaLa 


yLay Layyaa 




aaLayL Ly ay 


Laaa Lyy L.y l 


l Ly y l LL.ydL 


atrtf finnan 
a ll l Lyyyay 


antnaaaanr 
dy Lyddddy l. 


araatnftan 
aLda Ly l Ldy 


tOU 


nanrrrrf tt 

yayLLLL L L L 


y l Ly l La iy l 


yyy l l Lay La 


ddd L L LLaa L 


daLay Ldy d L 


tataraaaat* 
Ld LdLddddL 


^40 


aacttaatat 


gtacattgtt 


gtatctgttg 


tatcgtcgta 


cctctagcct 


ccgagtatgt 


600 


actatgttgt 


attacgtacc 


tctagcctct 


gagtatgtac 


tatgttgtat 


catcgtacct 


660 


ctagcctccg 


agtatgtact 


acgttgtatt 


acgtacctct 


agcctctgag 


tatgtactat 


720 


gttgtatcaa 


cgtacctcta 


gcctccgagt 


atgtagtatg 


tatatcattg 


tatctttagg 


780 


cctcaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaa 






813 



<210> 7 

<211> 869 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Expresses homologous to Alnus glutinosa, S52769 subtil i sin-like 
proteinase agl2 



<400> 7 
tggtatcaac 


gcagagtgcc 


attacggccg 


gggatgatgg 


gattagtgaa 


gtaccatcaa 


60 


gatggaaagg 


agaatgtgaa 


agtggtactg 


agttcaattc 


ctctttgtgt 


aacaagaagc 


120 


tcattggcgc 


tcgttacttc 


aataaaggcc 


tacttgccaa 


caatccaaat 


cttaatattt 


180 


caatgaattc 


ttctagagat 


accgatggac 


atggaactca 


cacttcttct 


acagctgcgg 


240 


gaagttatgt 


tgagggtgca 


tcttattttg 


gctatgccac 


cggtactgct 


attggcatag 


300 


cgccaaaggc 


tcatgtggct 


atgtacaagg 


ctctatggga 


agaaggtgta 


tacttgtctg 


360 


atgttcttgc 


tgcaattgat 


caagcaatta 


cagatggtgt 


ggatgtctta 


tccttgtcgt 


420 


taggcataga 


cgcgattcca 


ctacacgaag 


atcctgtggc 


aattgccgca 


tttgctgcat 


480 


tggagaaagg 


tatatttgtt 


tccacctctg 


caggaaatga 


agggccttat 


tatgagactt 


540 


tgcacaatgg 


aacaccttgg 


gtgttaactg 


ttgcagctgg 


cacagttgac 


cgcgaattta 


600 


ttggaacatt 


aactcttgga 


aatggagttt 


cagtccctgg 


tttatcgcta 


taccctggga 


660 


attctagttc 


aagcgaaagc 


tcccttgtct 


atgtcgaatg 


ccaagatgac 


aaggaactgc 


720 


agaaaaatgc 


acacaaattt 


gttgtctgtc 


tcgacaagaa 


tgattcggtt 


ggtgagcatg 


780 


tgtacaatgt 


aagaaattca 


aaagttgctg 


gggctgtctt 
Page 


tataactaat 
5 


acaactgact 


840 



SequenceLi sti ng . ST25 

tggaattcta cctccaaagc gaattcccg 



869 



<210> 8 

<211> 2532 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Expresses homologous to A thaliana, BAB02339 cucumi sin-like 
serine protease 



<400> 8 
gtttttccat 


tctttttcat 


tattatctct 


ttctgcctca 


ctccggtgac 


catttccgtc 


bU 


caatccgatg 


gtcatgaaac 


tttcatcatt 


cacgtttcca 


aatccgataa 


gccccgtgtt 


1 OA 


ttcaccaccc 


accaccattg 


gtac tcctcc 


atcatccgat 


/-« -4- -4- -4- ^ «^ 

ccgt l tccca 


acaccct tct 


lou 


aaaatcctct 


acacctatga 


acgtgccgcc 


gtgggct tct 


ctgcacgcct 


cacagccgct 




caggccgatc 


agctccgccg 


tattcccggt 


gtaatctccg 


tccttcccga 


egaagtaege 


"3 A A 


catctccaca 


ccacccatac 


ccctaccttc 


ttgggacttg 


_ ™ _ _4__-1_.4_.1_ 

ctgactcttt 


eggectttgg 




cccaactccg 


attacgctga 


tgatgtcatc 


gtcggagttc 


tggacacggg 


tatatggccg 




gaaagaccga 


f% -4— -4— -#— ■+- ^— y** 

gtttttccga 


cgagggtctc 


tetaeggtte 


y— -f- J— y»-< --\ y-« +- -4— _**• 

cttcaagttg 


gaaagggaag 


/ion 


tgcgt tactg 


gacctgat Lt 


tcctgaaacc 


tcatg taata 


aaaaaatcat 


aggege tcaa 


r/in 


atg t t ttaca 


aagggtatga 


age taaacat 


ggcccaatgg 


atgaa tcaaa 


agaatcaaaa 


ouu 


tcgccaagag 


atactgaagg 


aca tggaaca 


matacagcat 


caacagcagc 


tggt tc tt ta 


C^A 


gtggcaaatg 


ctagctttta 


ccaatatgcc 


aaaggtgaag 


ctagaggtat 


ggctataaaa 


7 "5 A 


gcaagaatag 


ccgcttacaa 


gatttgetgg 


aaaaatggct 


gttttaattc 


tgatatattg 


TO A 


gctgccatgg 


atcaagctgt 


tgatgatggt 


gtgcatgtga 


tctcactttc 


tgttggggct 


840 


aacggttatg 


ctccacatta 


tctgtatgat 


tetattgeaa 


ttggagcttt 


tggtgcatct 


900 


gaacatggcg 


tcctcgtctc 


atgttcagct 


ggaaattctg 


gtcccggagc 


ttataeggea 


960 


gtgaacattg 


ccccgtggat 


gctcactgtt 


ggtgcatcaa 


ctatagatcg 


tgagttcccg 


1020 


gcagatgtta 


ttttaggaga 


taatagaata 


tttggtggtg 


tttcattgta 


ctccggcaat 


1080 


cctttgaccg 


atgccaaatt 


gccggtggtt 


tattceggeg 


actgtggtag 


caaatactgt 


1140 


tatccaggaa 


agctagatcc 


taaaaaagtc 


gcaggaaaaa 


ttgttttatg 


cgatagggga 


1200 


ggcaacgcta 


gggttgaaaa 


agggagtgcg 


gtgaagcagg 


caggeggagt 


agggatgata 


1260 


cttgctaatt 


tggctgactc 


eggegaagaa 


ctcgtcgccg 


attcacatct 


tctcccggcg 


1320 


acgatggtcg 


gtcaaaaagc 


tggagacaaa 


ataagacact 


aegtaaegtc 


tgatccttca 


1380 


cccacggcga 


cgatcgtgtt 


cagaggaaca 


gtgatcggaa 


aatcaccggc 


agcaccacgt 


1440 


gtagcggcgt 


tctcgagccg 


aggacctaat 


catttgaege 
Page 


eggagattet 
6 


taaaceggat 


1500 



SequenceLi sti ng . ST2 5 



y L Ld l Ly LoL 


l Ly y ay l Lad 


LdL L l LyyLL 


yy l LyyaLLy 


ya ll Ly l Lyy 


arrnarrnat 

aLLyoLLyu L 


1560 

X J \J\J 


l Lgga La l Lg 


dv.dL.ydy ddy 


dy Ldydd L LL 


ddLdLLdLLL 


rtnnaarttr 
l LyyaaL l ll 


La Ly LLy Ly l 


1620 


cc LCa.cg l tg 


nnnnattnnr 

ggggarrggc 


tnrtttartt 

Ly LLL LdL. L L 


anaannnrrr 
dyddyyyLLL. 


arrraaantn 
dLLLdaay Ly 


narrrranra 
yaLLLLdyLa 


1680 


gcgg Laddy l 


v_dy LdL L Ld L 


ydLddLdLJL L 


taraarttnn 
LdLddL L Lyy 


araattrtnn 
dLddL ll Lyy 


faaantattt 
Laday La lll 


1 740 

X / *tl/ 


d(_dy d ll l uy 


LLdL LyyLLa 


anaatrtart 
dydd ll LdL. L 


c c c c n1"1" f~ 

LLL L LLy L LL 


d Lyya LLayy 


tratntanar 

LLQ Ly LayuL 


1 R00 


LLyddLLy dy 


Ld LLyyaLLL 


yyy l l l y a l l 


tarnaratrn 
LdLydLdLLy 


aaartanrna 
dddL l ay Ly a 


ttarntaaat 

L LdLy lauu L 


1860 


LLLLLdLyLL 


LLdL Ly y L La 


tnarnnrnar 
LyaLyytydL 


ya uy l Ly LLy 


Ly l LLyLyay 


anattrttr t 

ay a l ll l lll 


1920 


cgag xgaa l l 


gcdg Lydduy 


ddy l l Ly y l l 


dL ll Lyy ydy 


dLLLyaaL La 


LLLy LLy L L L 


1 QR0 


xccg l uy l l l 


L LdLLy y Lyd 


nanraarnnt 

ydy LddLyy l 


nlTintfaaal" 
y Ly y l Lddd l 


araanrnnnt 
dLddyLyyy l 


fifitnaataat 
yy Lyaa l aa l 


2040 


gidggddaad 


d LdCdyd Ly C 


Ly Ly Ld Lydd 


ntnaanntna 

y Ly ddy y Lyd 


dLyLyLLy ll 


gLLgy tggdg 


2100 

C J-\J\J 


g Lyddty Ldi. 


cdccgycydd 


LJLLLLJ LdLLL 


antnannaaa 

dy Lydyyddd 


anraaantti - 
dy Ldddy LLL 


y LLy Ld ty dy 


21 60 

C XULs 


d Ltdy LL Ldd 


dydy Lddddd 


nantnfif nat 
ydy Lyy Lyd l 


ttnranatnn 
l Ly Lay a Lyy 


tnaafinnnat 
Lyaayyyya l 


l y aa ll Ly La 


2220 


l l Ly y y LLya 


ttnaatfifisn 
l Ly aa Lyyay 


Lyd l y y a. G l l 


LaLaa L y Lya 


yaayL.Lv.aa l 


1"Qraa1"ara"t 

^yv.yyLyLy l 


2280 


tggcgtcact 


attctgatgc 


agcatccatg 


tgagtaatgg 


atgattgttc 


tttatattgc 


2340 


attgcatgga 


ccaataaact 


gggatgatga 


caaattgaaa 


gacgaaatgt 


tgctagagga 


2400 


tcatcgaatt 


tgtccaactt 


taatttcact 


ttctttacct 


tttgttctct 


gatgttgttc 


2460 


agattgatgt 


atatatgaat 


gaagcatacc 


cagttgtttc 


acagaaaaaa 


aaaaaaaaaa 


2520 


aaaaaaaaaa 


aa 










2532 



<210> 9 

<211> 716 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Expression homologous to Tomato, T07172 subtil i sin-like 
proteinase 

<400> 9 

cccacgcgtc cgatggtgca ggacacataa atccacgaaa agctgttgac cctggtttgg 60 

tttatgacat aggggcgcag gattacttcg aattcctatg cacacaacaa ctcagccctt 120 

cacagctaac agtttttgga aagttctcca acagaacttg ccatcactcg cttgctaatc 180 

caggggactt gaactacccc gccatttctg cagtttttcc tgaagacgca aaagtttcaa 240 

cgctgacgct tcacagaaca gtcaccaatg tgggttctcc aatatcaaat taccatgtta 300 

gagtctcgcc gttcaaaggt gcagtcgtga aggttgagcc atcaagattg aatttcacca 360 

gcaaacacca gaaactatct tacaaggtga ttttcgagac aaaatatcgt caaaaagcac 420 

gtgaatttgg atccctgctt tggaaagatg ggacacacaa agtgagaagc acaattgtga 480 
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SequenceLi sti ng . ST25 

tcacatggct agcatcaatt tagttcagct tgccatttag taactagcat tttgtttgct 540 

gaggataata aaaaacatgt tgcggcaaag tccctgtgtt ttcagcagtt gttttcagta 600 

gaaaatagtt tcttttgttc attactagct acttatattg ccaaattatt tgtggcagct 660 

actaaaatga tgaatttggc aataggagcc aaaaaaaaaa aaaaagggcg gccgcg 716 



<210> 10 

<211> 2691 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Expression homologous to Tomato, T07171 subtil i sin-like 
proteinase SBTl 



<220> 

<221> mi sc_f eature 

<222> (1464) . . (1464) 

<223> n is a, c, g, or t 

<220> 

<221> mi sc_f eature 

<222> (1471) . . (1471) 

<223> n is a, c, g, or t 

<220> 

<2 2 1> mis c_f eat u re 

<222> (1736).. (1736) 

<223> n is a, c, g, or t 

<220> 

<2 2 1> mis c_f eat u re 

<222> (1759). .(1759) 

<223> n is a, c, g, or t 

<220> 

<221> mi sc_f eature 

<222> (1765). .(1765) 

<223> n is a, c, g, or t 

<220> 

<2 2 1> mis c_f eat u r e 

<222> (1790) . . (1790) 

<223> n is a, c, g, or t 

<220> 

<221> mi sc_f eature 

<222> (1797). .(1797) 

<223> n is a, c, g, or t 

<220> 

<221> mi sc_f eature 

<222> (1845) . . (1846) 

<223> n is a, c, g, or t 

<220> 

<221> mi sc_f eature 

<222> (2042).. (2042) 
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SequenceLi sti ng . ST2 5 

<223> n is a, c, g, or t 
<400> 10 



y C Cdy LdLLL 


ddCCCCC LC C 


rtarraaann 
C LdCCdddyy 


aaanaaartr 
dddydddC LC 


eeccceeeca 


ntananaart 
y LdydyddC L 


fin 




yyccdcccgd 


r"a^"t~nanaa^ 
CdCCgdgddC 


f/a^aaaaana 
CgCdddddyd 


eyy eddgdec 


f"/a/an/anr~a"t~/a 

egggggcarg 


1 ?n 

±dL\J 


g C LCT.T. tCaa 


CdC Ld L LCC L 


dd Lg LCy L L L 


cdcgcgcccg 


eecdey cdyy 


CCdgddCCdg 




dadadydLLL 


arataattta 


cdegy deddy 


LCCddCdCdC 


ceyceydeeL 


, 1~/''iai~na1~/~a/~ 

cydeydecdc 




dCCCCyLyyL 


dLydCLCdLC 


tttaaantra 
L L Ldddy LCd 


ntatrraaan 

y id Lccdddy 


nr/irraarat 

y cy cedded l 


y ceeedcdcc 




LaLadLdd Ly 


LCdLCCdLyy 


rtartraara 
C LdC LCddCd 


ranrt3 Trnn 

cdyc LddCdy 


natnaanr 

c tyd Ly ddy c 


Cddd LC LC LC 


J DU 


y ddCdy LddL 


C Lyydd L LC L 


ce cyy e cede 


y dy yddy ey d 


ydLdcydy ce 


eCdCdCCdCC 




CgdCCCCCCd 


cdc lcc cggg 


dceeyddggd 


rfi^na5an^"3 

cgegdddged 


ddCCdCCCCC 


eceecaagce 


ash 


n , a'a"a/~"a'anfi'a 
gdddCddygd 


gcgdggccd l 


edeeggegeg 


ceggdcdceg 


g eg ie eggee 


"f~/a - a"a"t~/~"a"a - a'3 
egddeCdddd 




dy C C C cy d Lg 


dcdc cyy dc l 


dyy cccdgcc 


ccedegdgce 


n/a a annntna 

ggdagggega 


yeycedddee 


DUU 


y y eddy ddCT. 


LCdddy Cd LC 


ddy cegeddc 


cyydddcecd 


■\--\-r\r\+-c\f~~5 a /a 

cegg cgcaag 


yeeeeececd 


£fin 


eddy y ccdcy 


ddgcdgc L L L 


f /a /a /a /a /- *a ^a ^ +■ 

eggggeddee 


ydeydydced 


CdgddCCCdd 


y ecdccddyy 


/ 


gacgacga eg 


y ccd cyyyac 


dCdCdCegCd 


dcedcagcdg 


ceggceegge 


egtaacggga 


/ oU 


g c cdgcc cc c 


c cggc Ldcgc 


-t-/af"t - /a/a^" ,, a /--a 

egceggeded 


gcdcgegggd 


eggceecdca 


egcdagageg 


RAH 


y CCy CdCdCd 


ddg Ldcgccg 


/a/af""t~/a/a"a/a/a"a 

ggc eggagga 


egeeeedged 


gcgdCdCdCC 


dgcagggaeg 


yuu 


gd ecdyyccy 


ccd Ldgdcgg 


egedddeged 


cececdceye 


ccceeggegg 


cdcddeeece 


you 


ydltdi LdCd 


nnnatatant 

yygd Ld edge 


dgcddeeggd 


gg dccccccg 


cdgceececd 


anna -a -♦- /~ /— 

dggddeceec 




y ll, l v~y Ly l. l 


cyyc Lyyydd 


^yycyyycL-a. 


nnrtrtnnat 
yyc LC uyydL 


CCC LC LCCdd 


cycLycdccd 


1UOU 


Lyy d LddL Ld 


c Ly Ldyy Ly c 


*a n /a n a r* /~ a "t~/"i 

yyy ydccdey 


narrnrnaat 

ydecy cydde 


1~/'~/'~/""art/"*a"t~a 
eCCCdy CdCd 


-i--a-t--t-'a/n/~/--t--f- 

edeedyecee 


1 1 AC\ 
XX^tKJ 


/inaaatnnaa 

yyddd iyydd 


dddddC LCdy 


tnnantatra 

cyydgcdccd 


ceeededyey 


gddddgedee 


decedgeece 




yLgdx.gc.Ldc 


egg eg Ld cgc 


eggdddegee 


a n /~ *~ a a ^"i /~ *a +■ 

dgceddgede 


z«~ -3 -a «a +"/a /a r~ a "a 

CdddXggCdd 


eeeaegcaca 


1 9 AH 


a 9 Lggcagcc 


cga l xccaga 


aaaag c cga c 


ggydddd eeg 


eageaegega 


cagagggatg 




dd xgcddggg 


cdcagddggg 


eeeggeegec 


dddgaegceg 


g eggaa eagg 


gaega re l eg 


IjoU 


y CdddCdCdg 


ac ccc edegg 


dgaegage eg 


ge egcegaLg 


cmcaececa e 


accaacagg L 


144U 


y cdgccggcc 


dddceye egg 


egdneegdec 


ndddy gedcd 


cegceecega 


cageddecca 




attaccacaa 


ttgcatttgg 


aggtaccaag 


ttgggcgtcc 


aaccatcacc 


ggtegtcgea 


1560 


gcttttagtt 


ccagagggcc 


aaacccaatc 


acaceggaga 


tccttaaacc 


agatttgata 


1620 


gcaccaggtg 


tcaatattct 


tgctggctgg 


acaggaaaag 


ttggaccaac 


aggtttgeca 


1680 


gaagacacca 


ggaatgtggg 


tttcaacatc 


atctctggaa 


cttccatgtc 


atgtcnccat 


1740 


gtaagtgggc 


ttgeagcant 


actgnaagee 


gcccatccag 


aatggagttn 


aggggtnata 


1800 
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SequenceLi sti ng . ST2 5 



aggtcagcac 


tgatgactac 


aggttacagc 


acacacaaga 


atggnnaaat 


gatagaggat 


1860 


gttgccacag 


gaatgtcata 


tacaccagtt 


gatcatggcg 


ctggacatgt 


gaatccagca 


1920 


gcagctatga 


atcctgggtt 


agkgtatgat 


ctcacagttg 


atgactatat 


aaacttcctt 


1980 


tgcgccctgg 


attacagtcc 


aagtatgatc 


aaggtcatcg 


caaagcgaga 


tatttcctgc 


2040 


gnaaacaata 


aggatataga 


gttgctgacc 


ttaattaccc 


atcttttgcc 


attcctttgg 


2100 


aaacgggcct 


ggggcgaaca 


tgcaaatagt 


agtgcaccaa 


cagtgaccag 


atatacgagg 


2160 


actctaacaa 


acgtgggaaa 


tccagctaca 


tacaaggcct 


cagtctcttc 


tgaaatgcag 


2220 


gaagtgaaga 


ttcaggttga 


accacaaaca 


cttactttca 


gtcgaaagaa 


ggaaaagaaa 


2280 


acctacactg 


tgacattcac 


tgctagttcc 


aagccatcag 


gcacaactag 


ctttgctcga 


2340 


ctggaatggt 


cagatggaca 


acatgttgtt 


gctagcccaa 


ttgctttcag 


ttggacatga 


2400 


ttatgctaat 


tctataagtc 


attcactgca 


aatgtacaag 


tgcaaatatt 


cctataaaat 


2460 


aattactagt 


gtgcagcagc 


tactcctcta 


atattccacc 


aactaaaaaa 


atagccctga 


2520 


cctataatta 


agatgcctag 


gaaattctag 


catctagaca 


aggaaaatgt 


tggttgattt 


2580 


gtccagcaaa 


agacaggtgt 


tttacttgcc 


agattattat 


gtaccaagcc 


acacaatatg 


2640 


gataaataca 


attggctttc 


gaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


a 


2691 



<210> 11 

<211> 2188 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Expression homologous to Alnus glutinosa, S52769 subtili sin-like 
proteinase agl2 



<220> 

<221> mi sc_feature 

<222> (2159). .(2159) 

<223> n is a, c, g, or t 

<220> 

<221> mi sc_f eature 

<222> (2161) . . (2162) 

<223> n is a, c, g, or t 

<400> 11 

acccctcgac cmacgcgycs gcccacgcgt ccgcccacgc gtccgctttc tccttccgag 60 

tacaaagcca tcaagaattc tctagggtat gtttcttcga tggaggacag gacagttaaa 120 

attcacacga cccattcatc ccatttcctt ggcctaagct caatgtatgg ttcatggcca 180 

aagtcaaact atggcaaagg tgttatcatt ggtgtagttg atacaggggt ttggccagag 240 

attaaaagct ttgatgatga tgggatgagc caagttccat caaggtggaa aggaatatgt 300 

caaactggca ctcagtttaa ttcttcattg tgcaacaaga aactcatcgg agctcgttac 360 
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SequenceLi sti ng . ST2 5 



LLLddLaady 


ydCLdCLLLC 


taaantnaaa 
Ldddy Lyadd 


aatrttarra 
ad LC L LdCCd 


tratnataaa 
LCd Lyd Lddd 


xx cxy cccy l 




Qa XdCdydyy 


y ded Ly y ddc 


tratarttrr 
XCdXdCXXCL 


xcxdcay cxg 


r^nnaantrt 

c Lyyddy lc l 


Ly Ldddy y y x 






xxggcxaxgc 


cccxggxxxx 


gcddxaggcg 


XCgCdCCddX 


ggcxcaxgxg 




gcxgxgxdcd 


aggexcxexg 


ggaxggggcc 


ggxdccaxxx 


CXgdXdXXCX 


xgcxgcaxxg 


DUU 


gd LCaggCaa 


xxgcggaxgg 


xxgxgdXaxc 


xxaxccxxgx 


caxxxggcgc 


agxxxcxcca 


DDU 


iLCCLILLdL 


atatanatrr 
d Ld Ldy d LLL 


tatrtrtatt 

XdXC LCXdXX 


nrttratttt 

gcxxcdxxxx 


cxy eddxyyd 


gdddggCdXd 




x. x xg x xxccy 


xxxedy cxgg 


aaatnaannn 

dddxyddyy y 


ccxxxcgaxc 


ddxcxx xy dy 


cddxgdggcd 




cc l Lyy LLLL 


LC LC Ly L Ly c 


tnrtanrara 
Ly L LdLJLdLd 


nttnatrnnn 

y l Lyd Ley y y 


dCy L Ld LCdy 


yd Xd XXddCX 




cx xgg tdd eg 


gdgxxxcdgx 


cdcxggxxxa 


XCXCXCXdCC 


cxgggddxxc 


xacaagcgax 




dXXXCXgXXd 


XXCXXgXCdd 


gaaxxgcxxa 


gaxaagcagg 


aaxxgcaaaa 


xgxxacagac 


you 


— 1 "3 -14-4-4-/-l4-y-'t/-l 

aaa xxxgxgg 


xexgea xxga 


caaaaacgea 


xtggtcggga 


aacaagxxga 


aagxgtgaga 




a- -3 -t- ■♦- y~ -3 -a -3 -t- /-i 
CdXXCaddXg 


cxgcLggxgc 


xgxcxxcaxa 


"3/~"3"3"3-t-y , 1T/~'f- 

acaaaxgacx 


xxgxcacxga 


cxxgggcgaa 


1U5U 


XdCCXCdddd 


CagdaXXCCC 


at/**hntnttt 

axcxgxgxxx 


exgaaxxxec 


aaaaxggxga 


xcaagxxxxg 


114U 


dddXdXgXXd 


dCdy CdC X LC 


L LLdLLdddd 


gcaaagaxxg 


gacxxcdagg 


/I'-j^-'^/— -t--3"3-t--t- 

gacacxaaxx 


xzuu 


nntntrna y~ 

yyLyxcyddc 


ydy LaLLdy c 


xgxcycgcdx 


xxxagxxegd 


gggggecaxe 


aaxgaccxgc 




CCgX LLdLLL 


traaarrlria 
LLdddLL LLJd 


ll xgdxgy cx 


ccaggxcdcx 


XddXdCXdgC 


xxcaxggxcx 


X j^U 


CCdCXdXCdX 


cxgxgagxcc 


dXdXdLXgdd 


exxcacaaxa 


xcxxxaacax 


•4- -3 ■f-'3-t-/~-*-/-|/-«/~ 

xaxaxcxggc 




dCdXCCdXgX 


CaXgXCCdCd 


cgcxgccggx 


gxagexgeae 


xxgxxaaagg 


gacccaccc X 


144U 


gddxggdg cc 


cdy cxgccdx 


xcgxxcggcc 


axgaxgacxa 


cageggaxgx 


xcxagacaac 


1 jUU 


dLdLdaavj Lv_ 


rnatrraana 
Ly a LCCddy d 


ratrnntrnt 
Ld Ley y Ley l 


rrananaatn 

ccdydyddxy 


cxycxgcxdc 


4- / - / ~4- r -4-4- / - 1/ -4- 

xccxcxxgcx 


i ";^n 

X DDU 


d Lyyydyc Ly 


c\c r a tat c aa 
yLLdLd LLdd 


trrtaaraan 
LLL LddCddy 


nraatanatr 
yCddLdydXC 


cxggdcxcax 


/— +- 3 + na+"'3ra 
CXdXgdXdCd 




dCdCCdCddg 


dXXdCdXXdd 


xcxxcxxxgx 


gCXCXdddXC 


xcacaxccga 


gcaga xaaaa 


IDoU 


dCCdXCdCXa 


ggxccxcxxa 


xacxxgcccc 


aacccaxcax 


xggacc taaa 


cxaxccaxc x 


1/ 4U 


xxedxxgecx 


—% 4- 4- 4~ ^ —\ /— 4- 
axxxcaacgx 


gaaxagcagc 


gagx xggaxc 


ctacaagagt 


acaagaattc 


loUU 


ddgdggdCdg 


xgacxaaxgx 


^* -» *«i -» t~% +* 
eggagaagg X 


g Lgxcggaat 


atacagcega 


getgactgea 


lobU 


dxgccxggdc 


XXdddgXXdg 


xgxxgxxccx 


gaaaag xxgg 


x lx xcaaaga 


caagtaxgaa 


xy^u 


aagcaaagct 


acaagctgag 


gatagaatgt 


ccacaactga 


tgaatgattt 


cttggttcat 


1980 


ggttctttaa 


gctgggtgga 


aaagggaggt 


aaatatgtag 


ttaggagece 


aattgttgcc 


2040 


acaaattctt 


aagtttgatc 


ctttgacagg 


atagtactga 


ttactgaata 


ttccactaaa 


2100 


catgtctttt 


gagaacatga 


tatatacata 


cttgtgaagt 


gtagttctat 


ggttcacant 


2160 


nnaaaaaaaa 


aaaaaaaaaa 


aaaaaaaa 
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SequenceLi sti ng . ST25 

<210> 12 
<211> 1481 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Expression homologous to A thai i ana, AAD12260 subtilisin-li ke 
protease 



^AHfW 1 1 
<*fUU> XL 

ctccgatcga 


aatcctaagt 


ctaaattgcc 


aagtttgcta 


gagccagaaa 


tctctcaagt 


60 


gcccagaagc 


cttgagcgcg 


aggtgcctgg 


ccttaatcag 


aaagctttat 


tgatgaagaa 


120 


ttgggaccaa 


ttccatctaa 


gtggagaggg 


atttaccaaa 


ataattctga 


tcacaccttt 


180 


tagtgcaaaa 


ggaagctaat 


tggagcaagg 


tacttcaacg 


aaggatacgt 


gactctagca 


240 


agatctctca 


attcaagttt 


ctacacacca 


cgagacactg 


atggacatgt 


ttcccacacg 


300 


cagttcaagg 


atcaagtgtt 


tcccggtatg 


gaaatggaac 


agcaaagggt 


ggatcaccaa 


360 


aagtaagagt 


agcagcttac 


agagtttgct 


ggcctccaat 


tatgggcagt 


gggtgctttg 


420 


attcagatat 


cttggttgct 


tttgatttgg 


taattgatga 


tggcgtggac 


gtgctttcag 


480 


tctcacttgg 


aggagatact 


ggagcatatg 


tcaatgactc 


tgtagctatt 


ggttcatttc 


540 


atgttgttaa 


gcacggcatt 


gttgtcgtta 


cctctgctgg 


taactcgtcc 


tggtcccggt 


600 


acaatacgaa 


aaaattgcac 


cttggctcat 


aactgttggc 


gcgagaacta 


tggattgtca 


660 


gtttcccagc 


tatatcattt 


taggaaacaa 


aaagcagtac 


aatttgaaac 


actgcccaaa 


720 


tgcatgttct 


tccctattat 


aaatgttgct 


tcagcaaaag 


ctccccatgc 


ttcaactgac 


780 


gatgctctct 


tatgcaaagc 


tggggcattg 


gacccaaaga 


aggtaaaggt 


aactatttta 


840 


gtttgtctaa 


gaggagataa 


tacgagggtt 


gacaagggac 


agcaagctgc 


tttggcaggt 


900 


gcagttggaa 


cgattctagc 


caacgattat 


gcatctggcg 


atgaaatttt 


tgctgattct 


960 


ctctcgtctt 


acctgctacg 


caaattagtt 


acactgatgg 


acttgaactc 


tttagttcaa 


1020 


caagtatacc 


tacagcttcc 


attacacatc 


caacgactta 


attgggaaca 


aagccagctc 


1080 


cagtcatagc 


agccttttca 


tcaataggac 


ctaacactgt 


tacactggag 


atccttaagg 


1140 


ttttacgcag 


gttcatgatt 


ttttgacacg 


acatcttttc 


ttgaaagatc 


aggaaacgac 


1200 


atcttttctt 


gaaagatcag 


gaacttgaag 


tctgaagaag 


ctatgcttga 


agaatatgcg 


1260 


gagcaagttg 


aagcacaata 


tagtttttgt 


tctgttagta 


gcagtttaaa 


gattttgtca 


1320 


tttgtacatc 


gtgtatagtt 


ctaatgtctg 


tttttaggag 


ttgataaaaa 


tagtgtcatg 


1380 


caatttgctt 


aggtatattt 


attgacattg 


tgatccttcg 


gttttttata 


atgaacaatg 


1440 


aaattttgtg 


gaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


a 




1481 


<210> 13 






Page 


12 







SequenceLi sti ng . ST25 

<211> 1193 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Expression homologous to Tomato, CAA07250 serine protease 



<400> 13 
gacagaattg 


aaaaaggaca 


agctgtaaag 


aacgctggag 


gcgttggcat 


mmm mm. mmm mmm mWM -A- m*+ A ^— 

gattctcatc 


60 


aatcggcttc 


aggacggttc 


aactaaatca 


gccgatgctc 


atgtccttcc 


ggccctggat 


120 


gtttcatttt 


ttgatggatt 


tcaaattact 


gagtatatga 


aatcaacaaa 


gaatcctgtt 


180 


gctagaatta 


cattccaagg 


aacgataata 


ggcgataaaa 


atgctccagt 


gcttgctggt 


240 


ttttcatctc 


gcggaccaag 


cacagctagt 


cctggaatct 


tgaaacctga 


tattattggt 


300 


cctggtgtta 


atgtcctagc 


agcttggcct 


acttctgtcg 


aaaacaaaac 


caacaccaaa 


360 


tcaacattca 


acataatttc 


cggtacctct 


atgtcatgtc 


ctcaccttag 


cggagttgca 


420 


gcattgttaa 


aaagcgcgca 


ccctacttgg 


tcccctgcag 


ctattaaatc 


agcaatcatg 


480 


acaaccgctg 


atacagtcaa 


cctcgccaac 


aatcccatat 


tagatgaaat 


gctccgtcct 


540 


gcaaacatct 


ttgccattgg 


tgcaggacat 


gtcaatccat 


cacgagcaaa 


tgatccagga 


600 


ctagtttacg 


atacacaatt 


caaggattac 


atatcttatt 


m%m mm, mm» mmm mmm, M m*m Jmm mmm mm- 

tatgtggttt 


gaaatacaca 


660 


gatcgacaga 


tgggaagcct 


tctacaacgc 


agaacaagtt 


gctcgaaagt 


gaaaagtatt 


~7~) A 
1 l\J 


cctgaagcac 


aactcaatta 


cccttcgttt 


tccatttcac 


ttggagcaaa 


tcaacaaaca 


780 


tacacaagaa 


cagtgacaaa 


cgtcggggag 


gcaatgtcat 


cttatcgcgt 


gaagatagtt 


840 


tcaccacaaa 


atgtttccgt 


tgttgttaag 


ccttcaactc 


taaaatttac 


gaagttgaat 


900 


cagaagttga 


cataccgagt 


gacattttcc 


acaacaacaa 


acatcacaaa 


catggaagtt 


960 


gttcatggat 


acttgaaatg 


gacaagtgat 


aagcattttg 


taagaagtcc 


aattgctgtt 


1020 


attctacaag 


agcatgaaac 


accagaagat 


tagtgtcttt 


actttttaat 


aatttgttca 


1080 


atttataata 


accccgtatt 


aattgattgt 


atccaaaatg 


tagaatgagt 


gcaaaaattg 


1140 


ctcatgtttt 


attctactgg 


tgatatttcc 


cttgtggtaa 


aaaaaaaaaa 


aaa 


1193 



<210> 14 

<211> 748 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Expression homologous to Tomato, T06580 subtil i sin-like 
proteinase p69f 

<400> 14 

ggcgtgatta tcggagttat agacactgga attgttcctg accatccttc atttagcgac 60 
gttgggatgc ctcctccgcc tgctaaatgg aaaggatttt gtgagtctaa tttcacgacc 120 
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SequenceLi sti ng . ST2 5 



aagtgtaaca 


acaaactcat 


tggagccagg 


tctttcccgc 


ttgacaatgg 


tcccatagat 


180 


gaaaatggac 


atggtacgca 


tacagcaagc 


acagctgcag 


gagcctttgt 


gaaaggtgct 


240 


aatgtatttg 


ggaatgccaa 


tggaacagca 


gttggtgttg 


cccctcttgc 


gtacatagcc 


300 


atatataagg 


tatgcggttc 


tgatggcgtt 


tgttctgatg ttgaaatttt 


agctgcgatg 


360 


gatgtagcta 


ttgatgatgg 


cgtagatatt 


ctatcaatat 


cccttggtgg 


aactagtaat 


420 


ccgttccata 


atgacaagat 


tgctcttggg 


gcgtatagtg 


caacagaaag 


aggtattctt 


480 


gttagttgtt 


ctgcaggcaa 


tagtggtcca 


ttccaacgca 


ctgtagacaa 


tgacgcccct 


540 


tggattctca 


cagttggcgc 


tagcactcat 


gatagaaaac 


taaaggccac 


tgttaagctt 


600 


ggaaataaag 


aagaatttga 


aggagaatct 


gcttatcatc 


caaagacttc 


aaactcaaca 


660 


ttcttcactc 


tatttgatgt 


tgaaaagata 


gtacacgagc 


aaccagtagc 


ccctttctgc 


720 


ataccaggat 


cactcactga 


cccttcta 








748 



<210> 15 

<211> 748 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Expression homologous to Tomato, T06580 subtil i sin-like 
proteinase p69f 



<400> 15 
gggcgtgatt 


atcggagtta 


tagacactgg 


aattgttcct 


gaccatcctt 


catttagcga 


60 


cgttgggatg 


cctcctccgc 


ctgctaaatg 


gaaaggattt 


tgtgagtcta 


atttcacgac 


120 


caagtgtaac 


aacaaactca 


ttggagccag 


gtctttcccg 


cttgacaatg 


gtcccataga 


180 


tgaaaatgga 


catggtacgc 


atacagcaag 


cacagctgca 


ggagcctttg 


tgaaaggtgc 


240 


taatgtattt 


gggaatgcca 


atggaacagc 


agttggtgtt 


gcccctcttg 


cgtacatagc 


300 


catatataag 


gtatgcggtt 


ctgatggcgt 


ttgttctgat 


gttgaaattt 


tagctgcgat 


360 


ggatgtagct 


attgatgatg 


gcgtagatat 


tctatcaata 


tcccttggtg 


gaactagtaa 


420 


tccgttccat 


aatgacaaga 


ttgctcttgg 


ggcgtatagt 


gcaacagaaa 


gaggtattct 


480 


tgttagttgt 


tctgcaggca 


atagtggtcc 


attccaacgc 


actgtagaca 


atgacgcccc 


540 


ttggattctc 


acagttggcg 


ctagcactca 


tgatagaaaa 


ctaaaggcca 


ctgttaagct 


600 


tggaaataaa 


gaagaatttg 


aaggagaatc 


tgcttatcat 


ccaaagactt 


caaactcaac 


660 


attcttcact 


ctatttgatg 


ttgaaaagat 


agtacacgag 


caaccagtag 


cccctttctg 


720 


cataccagga 


tcactcactg 


acccttct 








748 



<210> 16 
<211> 2538 
<212> DNA 
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SequenceLi sti ng . ST2 5 

<213> Artificial Sequence 
<220> 

<223> Expression homologous to A thaliana, BAB02339 cucumi sin-like 
serine protease 



<4UU> ID 

cactttcttc 


gtcttcttct 


tctttctccc 


tcttaatctt 


cttctttctc 


aactctttag 


60 


taatttcagt 


ccaattggac 


ggtcataaaa 


ctttcatagt 


acacgtgtcc 


aaatcccata 


120 


agccccacat 


ctttactacc 


cgccaacatt 


ggtactcctc 


catcctccga 


tcagtctctt 


180 


cttcttccca 


acactctgcc 


aaaatccttt 


actcttacga 


ttatgctgcc 


cgtggtttct 


240 


ctgcccgtct 


cacttccggg 


caggctgacc 


ggctccgccg 


catgcctggc 


gtggtctccg 


300 


tcgtacctga 


ccgtgcacgt 


cagcttcaca 


ccactcacac 


accgaccttc 


ttaggcctcg 


360 


cagattcatt 


tgggctttgg 


cccaactccg 


attacgctga 


tgacgtcatc 


gtcggggtgc 


420 


tcgacacggg 


catttggccc 


gaaaggccga 


gcttttccga 


cggcgggctt 


tctgcagtcc 


480 


cttccggttg 


gaaaggaaaa 


tgcgaaactg 


ggctggactt 


tcctgcaact 


tcatgtaacc 


540 


gtaaaatcat 


cggtgctcga 


ttgttttaca 


aaggttacga 


agctgatcgt 


ggaagcccaa 


600 


ttgacgaatc 


taaagaatct 


aaatcgccaa 


gagatactga 


aggacatggg 


actcacactg 


660 


cttcaactgc 


agctggatct 


gttgtagcta 


acgctagttt 


ttttcaatac 


gcaaaaggtg 


720 


aagctagagg 


catggctgtg 


aaagctcgaa 


tagcagctta 


taagatctgt 


tggaaaacag 


780 


ggtgttttga 


ttctgatatt 


ttagctgcaa 


tggatcaagc 


tgttgctgat 


ggagttcacg 


840 


tgatttctct 


ttccgttggc 


gctgacggtt 


atgcaccgga 


atatgatgcg 


gattctattg 


900 


ctattggagc 


ttttggtgct 


tcagaacatg 


gcgttgttgt 


ctcttgctct 


gctggaaact 


960 


ccggtcccgg 


tgcttccacc 


gcggtcaacg 


ttgcgccgtg 


gattctcacc 


gttgctgctt 


1020 


caacgataga 


ccgggagttt 


ccggctgatg 


ttattttagg 


agatggcaga 


atattcggtg 


1080 


gcgtatccct 


gtattccggc 


gatccgctcg 


gggattcaaa 


gctacctctt 


gtttactccg 


1140 


gtgactgcgg 


gagtcaactc 


tgttatccag 


gaatgctgga 


tccttcaaag 


gtagccggaa 


1200 


aaattgtatt 


atgtgatcga 


ggcggcaatg 


ctagagtaga 


gaaaggaagt 


gcagtgaaat 


1260 


tagccggcgg 


tgcaggtatg 


gtcctggcga 


atttagctga 


ctccggcgaa 


gaactcgtcg 


1320 


ccgattcaca 


tctcctaccg 


gcgacaatgg 


tcggtcaaaa 


agccggtgac 


gaaataaggg 


1380 


attacgtcaa 


atctgattca 


tcaccaaaag 


cgacgattgt 


tttcaaagga 


actgtaatcg 


1440 


gaaaatcacc 


gtctgctcca 


cgtattgctg 


cgttctcagg 


ccgaggaccc 


aattatgtaa 


1500 


caccggagat 


ccttaaaccg 


gatgttactg 


caccaggagt 


caacatatta 


gccggttgga 


1560 


ccgggtccat 


aggaccaaca 


gatttggaaa 


ttgataccag 


acgagtggaa 


ttcaacatta 


1620 


tatctggtac 


atccatgtct 


tgtcctcatg 


ttagcgggtt 


agctgcttta 


cttagaaaag 


1680 
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SequenceLi sti ng . ST2 5 



cttaccctaa 


atggaccaca 


gcagccatca 


aatctgccct 


catgacaaca 


gcttacaacg 


1740 


ttgataactc 


cggcaaaacc 


tttacagatc 


tcgcgacagg 


ccaggaatcg 


agtccgtttg 


1800 


ttcacgggtc 


gggtcatgtg 


gatccgaaca 


gagcactaga 


tccaggtctt 


gtctacgata 


1860 


ttgacacgaa 


ggattacgtg 


gattttttat 


gcgccattgg 


ttatgatccc 


aaaagaattt 


1920 


caccgttcgt 


gaaagatact 


tcttcagtga 


attgcagcga 


aaagaattta 


gttagtccgg 


1980 


gggatttgaa 


ttatccatcg 


ttctcagttg 


tatttggcag 


tgatagtgtg 


gtgaaaaaca 


2040 


agcgtgtggt 


taaaaatgtt 


ggcaggaata 


caaatgcggt 


gtatgaggtg 


aaaataaatg 


2100 


cgccgggttc 


ggtggaggtg 


aaggtgactc 


cgactaagct 


tagttttagc 


gagaaaaata 


2160 


agagtttgtc 


gtatgagatt 


agttttagca 


gtaatggaag 


tgttgggttg 


gagagagtaa 


2220 


aaggtcttga 


atcagcattt 


gggtcaattg 


agtggagtga 


tggaattcac 


agcgtgagga 


2280 


gtccaattgc 


ggtgcattgg 


ctactccact 


ctgctacaga 


atctcagtga 


gcaatggact 


2340 


atgaagcaag 


aagataattg 


tgctaatctg 


caaactgtta 


tgggccagaa 


acaggaacaa 


2400 


ggctaagttc 


agaaaggaaa 


aggaaatagg 


gaaggaacat 


ctatctgttg 


aaataatgtt 


2460 


aagaaatttt 


catcattctt 


ttcttgttta 


tgagtattta 


tcagccacaa 


aaaaaaaaaa 


2520 


aaaaaaaaaa 


aaaaaaaa 










2538 



<210> 17 

<211> 2426 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Expression homologous to Alnus glutinosa, S52769 subtilisin-like 
proteinase agl2 



<400> 17 
ggccaattgt 


attactatgt atttcttgct 


ccttactatc 


ttattactta 


ctctaaatcc 


60 


attaactatg 


gcagagtcag aaacttatat 


catccatatg 


gacttatcag 


ccatgcctaa 


120 


agctttttct 


agccatcaga attggtactt 


gaccactctt 


gcttctgtat 


caggtagttc 


180 


aagtcttgga 


actgaaagta atagaaattc 


cttttcctca 


tcaaaactag 


tatatgctta 


240 


cactaacgct 


attcatggtt ttagtgcaac 


tctttctcct 


tctgagctac 


aagttataaa 


300 


aaattctcca 


ggctatcttt cttcaactaa 


ggacatgaca 


gttaaaattg 


acacgacaca 


360 


cacgtctcaa 


ttccttggcc taaattccga 


ttctggtgca 


tggccaaagt 


cagactatgg 


420 


caaagatgtt 


atagttggat tagttgacac 


agggatttgg 


ccagagagta 


aaagctataa 


480 


tgataatggg 


atgactgaag ttccatcaag 


atggaaagga 


gaatgtgaaa 


gtggaactca 


540 


atttaattcc 


tctttatgca acaagaaact 


cattggtgcg 


cgttacttca 


acaaaggcct 


600 


aattgccaat 


aatccgaata ttaccatctc 


gatgaattca 
Page 


gctcgtgaca 
16 


ctgatgggca 


660 



SequenceLi sti ng . ST25 



tggaactcac 


acatcctcta 


cagctgcagg 


aagtcatgta 


gaatctgcat 


cttattttgg 


720 


ctatgcgcgt 


ggttctgcta 


cagggatggc 


accaaaggct 


catgtggcaa 


tgtacaaggc 


780 


tttgtgggaa 


gaaggtacaa 


tgttatctga 


tattctggct 


gcaattgatc 


aggcaattga 


840 


ggatggagtg 


gatataatat 


ccttatcatt 


aggcatagat 


gatcttgctt 


tatatgagga 


900 


tccggtagct 


attgccacat 


ttgcagcaat 


ggagaaagat 


atatttgttt 


ccacttcagc 


960 


tggaaatgaa 


gggcctgacg 


atcaggcttt 


gcacaacgga 


acaccttggg 


ttctaactgt 


1020 


tgctgctggc 


acagttgatc 


gcgaatttat 


cgggacacta 


agtctgggta 


atggagtttc 


1080 


agtcactggt 


ttatctctct 


accccgggaa 


ttccagttca 


agcgaaagct 


ccatcgtttt 


1140 


tctcaagaca 


tgcctagagg 


agaaggaact 


ggagaaaaat 


gcacacaaat 


tcgcagtctg 


1200 


ctatgacacg 


aacggatcag 


taagtgacca 


attgtacaat 


gtaaaaaaca 


caaaagttgc 


1260 


tggtggcatc 


ttcataacaa 


attacactga 


cttggaattc 


tacctccaaa 


gcgaattccc 


1320 


ggctgtgttt 


ttgaactttg 


aagatggtga 


taaagttttg 


gagtacatca 


agaatagcca 


1380 


ttcaccaaaa 


gcaaggcttg 


aatttcaagt 


gacacatctt 


ggtgctaaac 


cagcaccaaa 


1440 


agttgctagc 


tatagctcaa 


ggggaccatc 


agaaagctgc 


ccttttatcc 


tcaaacctga 


1500 


cctgatggct 


cctggagcct 


taatattagc 


ctcatggcct 


caaaaatcac 


cggcaactca 


1560 


aattcgctca 


ggagagcttt 


tcagtaactt 


caacatcata 


tcaggtacgt 


caatgtcatg 


1620 


ccctcatgca 


gctggtgtag 


cagcacttct 


gaaaggagca 


caccccaaat 


ggagtcctgc 


1680 


tgccatccgg 


tcggccatga 


tgaccacagc 


cgacacgatg 


gataacatgc 


aaatgcccat 


1740 


ccgagacata 


ggtcgcaaca 


ataatgctgc 


cagtccccta 


gccatgggag 


ctggccgtat 


1800 


caatccaaat 


aaggcactag 


accctggact 


tatctatgac 


attacatcac 


aggactatat 


1860 


caatctcctc 


tgtgctctag 


attttacatc 


tcaacagata 


aaagccatta 


caaggtcctc 


1920 


tgcttattcc 


tgttccaact 


catcattgga 


tttaaactat 


ccatcattca 


taggctattt 


1980 


caattataac 


agcagcgagt 


cagaccctaa 


aaggatacaa 


gaattccaga 


ggacggtgac 


2040 


taatgtagga 


gaaggtatgt 


ctgtatatac 


agccaaattg 


acctcaatgg 


gtgattataa 


2100 


agctagtgtt 


gcacctgaca 


agttggtttt 


caaagagaag 


tatgaaaagc 


aaagctacaa 


2160 


gctaaggata 


gaaggtccat 


tgctagttga 


tattatcttg 


tttatggttc 


tttgagctgg 


2220 


gtggaaacta 


gcggtaaata 


tgttgtaaaa 


agtcccattg 


tcgcaactac 


cataagagtg 


2280 


gatcctctgt 


gaggacagaa 


ctgattatga 


gtcctgtatt 


ctgaaaatgt 


gatacagtga 


2340 


tgaataattg 


tgaagttaaa 


ttcaaaaaaa 


aatcttttca 


gttagttaaa 


actaacttgc 


2400 


tgattaaaaa 


aaaaaaaaaa 


aaaaaa 








2426 



<210> 18 
<211> 737 
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SequenceLi sti ng . ST25 

<212> PRT 

<213> Nicotiana benthamiana 
<400> 18 

Ala Asn cys lie Thr Met Tyr Phe Leu Leu Leu Thr lie Leu Leu Leu 
1 5 10 15 

Thr Leu Asn Pro Leu Thr Met Ala Glu Ser Glu Thr Tyr lie lie His 
20 25 30 

Met Asp Leu Ser Ala Met Pro Lys Ala Phe Ser Ser His Gin Asn Trp 
35 40 45 

Tyr Leu Thr Thr Leu Ala Ser Val Ser Gly Ser Ser Ser Leu Gly Thr 
50 55 60 

Glu Ser Asn Arg Asn Ser Phe Ser Ser Ser Lys Leu Val Tyr Ala Tyr 
65 ~ 70 75 80 

Thr Asn Ala lie His Gly Phe Ser Ala Thr Leu Ser Pro Ser Glu Leu 
85 90 95 

Gin val lie Lys Asn Ser Pro Gly Tyr Leu Ser Ser Thr Lys Asp Met 
100 105 110 

Thr val Lys lie Asp Thr Thr His Thr Ser Gin Phe Leu Gly Leu Asn 
115 120 125 

Ser Asp Ser Gly Ala Trp Pro Lys Ser Asp Tyr Gly Lys Asp val lie 
130 135 140 

val Gly Leu val Asp Thr Gly lie Trp Pro Glu Ser Lys Ser Tyr Asn 
145 150 155 160 

Asp Asn Gly Met Thr Glu val Pro Ser Arg Trp Lys Gly Glu Cys Glu 
165 170 * 175 

Ser Gly Thr Gin Phe Asn Ser Ser Leu Cys Asn Lys Lys Leu lie Gly 
180 185 190 

» 

Ala Arg Tyr Phe Asn Lys Gly Leu lie Ala Asn Asn Pro Asn lie Thr 
195 200 205 

lie Ser Met Asn Ser Ala Arg Asp Thr Asp Gly His Gly Thr His Thr 
210 215 220 

Ser ser Thr Ala Ala Gly Ser His val Glu Ser Ala ser Tyr Phe Gly 
225 230 235 240 
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SequenceLi sti ng . ST25 

Tyr Ala Arg Gly Ser Ala Thr Gly Met Ala Pro Lys Ala His Val Ala 
245 250 255 

Met Tyr Lys Ala Leu Trp Glu Glu Gly Thr Met Leu Ser Asp lie Leu 
260 265 270 

Ala Ala lie Asp Gin Ala lie Glu Asp Gly val Asp lie lie Ser Leu 
275 280 285 

Ser Leu Gly lie Asp Asp Leu Ala Leu Tyr Glu Asp Pro val Ala lie 
290 295 300 

Ala Thr Phe Ala Ala Met Glu Lys Asp lie Phe Val Ser Thr Ser Ala 
305 310 315 320 

Gly Asn Glu Gly Pro Asp Asp Gin Ala Leu His Asn Gly Thr Pro Trp 
325 330 335 

Val Leu Thr Val Ala Ala Gly Thr val Asp Arg Glu Phe lie Gly Thr 
340 345 350 

Leu Ser Leu Gly Asn Gly val Ser Val Thr Gly Leu Ser Leu Tyr Pro 
355 360 365 

Gly Asn Ser Ser Ser Ser Glu Ser ser lie val Phe Leu Lys Thr Cys 
370 375 380 

Leu Glu Glu Lys Glu Leu Glu Lys Asn Ala His Lys Phe Ala val Cys 
385 390 395 400 

Tyr Asp Thr Asn Gly Ser val Ser Asp Gin Leu Tyr Asn val Lys Asn 
405 410 415 

Thr Lys val Ala Gly Gly He Phe lie Thr Asn Tyr Thr Asp Leu Glu 
420 425 430 

Phe Tyr Leu Gin Ser Glu Phe Pro Ala Val Phe Leu Asn Phe Glu Asp 
435 440 445 

Gly Asp Lys val Leu Glu Tyr lie Lys Asn Ser His Ser Pro Lys-Ala 
450 455 460 

Arg Leu Glu Phe Gin val Thr His Leu Gly Ala Lys Pro Ala Pro Lys 
465 470 475 480 

Val Ala Ser Tyr Ser Ser Arg Gly Pro Ser Glu Ser Cys Pro Phe lie 
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SequenceLi sti ng . ST25 
485 490 495 

Leu Lys Pro Asp Leu Met Ala Pro Gly Ala Leu lie Leu Ala Ser Trp 
500 505 510 

pro Gin Lys Ser Pro Ala Thr Gin lie Arg Ser Gly Glu Leu Phe Ser 
515 520 525 

Asn Phe Asn lie lie Ser Gly Thr Ser Met Ser Cys Pro His Ala Ala 
530 535 540 

Gly val Ala Ala Leu Leu Lys Gly Ala His Pro Lys Trp Ser Pro Ala 
545 550 555 560 

Ala lie Arg ser Ala Met Met Thr Thr Ala Asp Thr Met Asp Asn Met 
565 570 575 

Gin Met Pro lie Arg Asp lie Gly Arg Asn Asn Asn Ala Ala Ser Pro 
580 ~ 585 590 

Leu Ala Met Gly Ala Gly Arg lie Asn Pro Asn Lys Ala Leu Asp Pro 
595 600 605 

Gly Leu lie Tyr Asp lie Thr Ser Gin Asp Tyr lie Asn Leu Leu Cys 
610 615 620 

Ala Leu Asp Phe Thr Ser Gin Gin lie Lys Ala lie Thr Arg Ser Ser 
625 630 635 640 

Ala Tyr Ser Cys Ser Asn Ser Ser Leu Asp Leu Asn Tyr Pro Ser Phe 
645 650 655 

lie Gly Tyr Phe Asn Tyr Asn Ser Ser Glu Ser Asp Pro Lys Arg lie 
660 ' 665 670 

Gin Glu Phe Gin Arg Thr val Thr Asn val Gly Glu Gly Met Ser val 
675 680 685 

Tyr Thr Ala Lys Leu Thr Ser Met Gly Asp Tyr Lys Ala Ser Val Ala 
690 695 700 

Pro Asp Lys Leu Val Phe Lys Glu Lys Tyr Glu Lys Gin Ser Tyr Lys 
705 ' 710 715 720 

Leu Arg lie Glu Gly Pro Leu Leu Val Asp lie He Leu Phe Met Val 
725 730 735 
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SequenceLi sti ng . ST2 5 

Leu 



<210> 19 

<211> 289 

<212> PRT 

<213> Nicotiana benthamiana 

<400> 19 

val Ser Thr Gin Ser Ala lie Thr Ala Gly Asp Asp Gly lie Ser Glu 
1 5 10 15 

Val Pro Ser Arg Trp Lys Gly Glu Cys Glu Ser Gly Thr Glu Phe Asn 
20 25 30 

ser Ser Leu Cys Asn Lys Lys Leu lie Gly Ala Arg Tyr Phe Asn Lys 
35 40 45 

Gly Leu Leu Ala Asn Asn Pro Asn Leu Asn lie Ser Met Asn ser Ser 
50 55 60 

Arg Asp Thr Asp Gly His Gly Thr His Thr ser ser Thr Ala Ala Gly 
65 70 75 80 

Ser Tyr Val Glu Gly Ala Ser Tyr Phe Gly Tyr Ala Thr Gly Thr Ala 
85 90 95 

lie Gly lie Ala Pro Lys Ala His Val Ala Met Tyr Lys Ala Leu Trp 
100 105 110 

Glu Glu Gly val Tyr Leu Ser Asp Val Leu Ala Ala lie Asp Gin Ala 
115 120 125 

lie Thr Asp Gly Val Asp Val Leu ser Leu ser Leu Gly lie Asp Ala 
130 135 140 

lie Pro Leu His Glu Asp Pro Val Ala lie Ala Ala Phe Ala Ala Leu 
145 150 155 160 

Glu Lys Gly lie Phe Val ser Thr ser Ala Gly Asn Glu Gly Pro Tyr 
165 170 175 

Tyr Glu Thr Leu His Asn Gly Thr Pro Trp val Leu Thr Val Ala Ala 
180 185 190 

Gly Thr Val Asp Arg Glu Phe lie Gly Thr Leu Thr Leu Gly Asn Gly 
195 200 205 
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SequenceLi sti ng . ST25 
val Ser Val Pro Gly Leu Ser Leu Tyr pro Gly Asn Ser Ser Ser Ser 
210 215 220 

Glu Ser Ser Leu val Tyr val Glu Cys Gin Asp Asp Lys Glu Leu Gin 
225 230 235 240 

Lys Asn Ala His Lys Phe Val val Cys Leu Asp Lys Asn Asp Ser Val 
245 250 255 

Gly Glu His Val Tyr Asn val Arg Asn Ser Lys Val Ala Gly Ala val 
260 265 270 

Phe lie Thr Asn Thr Thr Asp Leu Glu Phe Tyr Leu Gin Ser Glu Phe 
275 280 285 



Pro 



<210> 20 

<211> 683 

<212> PRT 

<213> Nicotiana benthamiana 
<220> 

<221> mi sc_f eature 

<222> (7).. (7) 

<223> Xaa can be any naturally occurring amino acid 

<400> 20 

Thr Pro Arg Pro Thr Arg xaa Pro Thr Arg Pro Pro Thr Arg Pro Leu 
1 5 " 10 15 

Ser Pro Ser Glu Tyr Lys Ala lie Lys Asn ser Leu Gly Tyr val Ser 
20 25 30 

Ser Met Glu Asp Arg Thr Val Lys lie His Thr Thr His Ser Ser His 
35 40 45 

Phe Leu Gly Leu Ser Ser Met Tyr Gly Ser Trp Pro Lys Ser Asn Tyr 
50 55 60 

Gly Lys Gly Val lie lie Gly Val Val Asp Thr Gly Val Trp Pro Glu 
65 70 75 80 

lie Lys Ser Phe Asp Asp Asp Gly Met Ser Gin Val Pro Ser Arg Trp 
85 90 95 

Lys Gly lie Cys Gin Thr Gly Thr Gin Phe Asn Ser Ser Leu Cys Asn 
100 105 110 
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SequenceLi sti ng . ST25 

Lys Lys Leu lie Gly Ala Arg Tyr Phe Asn Lys Gly Leu Leu Ser Lys 
115 120 125 

val Lys Asn Leu Thr lie Met lie Asn Ser Ala Arg Asp Thr Glu Gly 
130 135 140 

His Gly Thr His Thr Ser ser Thr Ala Ala Gly Ser Leu val Lys Gly 
145 150 155 160 

Ala Ser Tyr Phe Gly Tyr Ala Pro Gly Phe Ala lie Gly Val Ala Pro 
165 170 175 

Met Ala His Val Ala Val Tyr Lys Ala Leu Trp Asp Gly Ala Gly Thr 
180 185 190 

lie Ser Asp lie Leu Ala Ala Leu Asp Gin Ala lie Ala Asp Gly Cys 
195 200 205 

Asp lie Leu Ser Leu Ser Phe Gly Ala val Ser Pro Phe Pro Leu Tyr 
210 215 220 

lie Asp Pro lie Ser lie Ala Ser Phe Ser Ala Met Glu Lys Gly lie 
225 230 235 240 

Phe val Ser Val Ser Ala Gly Asn Glu Gly Pro Phe Asp Gin Ser Leu 
245 250 255 

Ser Asn Glu Ala Pro Trp Phe Leu Ser val Ala Ala Ser Thr Val Asp 
260 265 270 

Arg Asp val lie Arg lie Leu Thr Leu Gly Asn Gly Val Ser Val Thr 
275 ~ 280 285 

Gly Leu Ser Leu Tyr Pro Gly Asn Ser Thr Ser Asp lie Ser Val lie 
290 295 300 

Leu Val Lys Asn Cys Leu Asp Lys Gin Glu Leu Gin Asn Val Thr Asp 
305 310 315 320 

Lys Phe Val Val Cys lie Asp Lys Asn Ala Leu val Gly Lys Gin Val 
325 330 335 

Glu Ser val Arg His Ser Asn Ala Ala Gly Ala Val Phe lie Thr Asn 
340 345 350 

Asp Phe Val Thr Asp Leu Gly Glu Tyr Leu Lys Thr Glu Phe Pro ser 
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SequenceLi sti ng . ST25 
355 360 365 

Val Phe Leu Asn Phe Gin Asn Gly Asp Gin val Leu Lys Tyr val Asn 
370 375 380 

Ser Thr Ser Ser Pro Lys Ala Lys lie Gly Leu Gin Gly Thr Leu lie 
385 390 395 400 

Gly Val Glu Arg Ala Pro Ala val Ala His Phe Ser Ser Arg Gly Pro 
405 410 415 

Ser Met Thr Cys Pro Phe lie Leu Lys Pro Asp Leu Met Ala Pro Gly 
420 425 430 

His Leu lie Leu Ala Ser Trp Ser Pro Leu Ser Ser Val Ser Pro Tyr 
435 440 445 

Thr Glu Leu His Asn lie Phe Asn lie lie Ser Gly Thr Ser Met Ser 
450 455 460 

Cys Pro His Ala Ala Gly Val Ala Ala Leu val Lys Gly Thr His Pro 
465 470 475 480 



Glu Trp Ser Pro Ala Ala lie Arg Ser Ala Met Met Thr Thr Ala Asp 
485 490 495 

Val Leu Asp Asn Thr Gin Ser Pro lie Gin Asp lie Gly Arg Pro Glu 
500 505 510 

Asn Ala Ala Ala Thr Pro Leu Ala Met Gly Ala Gly His lie Asn Pro 
515 520 525 

Asn Lys Ala lie Asp Pro Gly Leu lie Tyr Asp Thr Thr Pro Gin Asp 
530 535 540 

Tyr lie Asn Leu Leu Cys Ala Leu Asn Leu Thr Ser Glu Gin lie Lys 
545 550 555 560 

Thr lie Thr Arg Ser Ser Tyr Thr Cys Pro Asn Pro Ser Leu Asp Leu 
565 570 575 

Asn Tyr Pro Ser Phe lie Ala Tyr Phe Asn Val Asn ser Ser Glu Leu 
580 585 590 

Asp Pro Thr Arg Val Gin Glu Phe Lys Arg Thr val Thr Asn Val Gly 
595 " 600 605 
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SequenceLi sti ng . ST25 
Glu Gly val Ser Glu Tyr Thr Ala Glu Leu Thr Ala Met Pro Gly Leu 
610 615 620 

Lys Val Ser val Val Pro Glu Lys Leu Val Phe Lys Asp Lys Tyr Glu 
625 630 635 640 

Lys Gin Ser Tyr Lys Leu Arg lie Glu Cys Pro Gin Leu Met Asn Asp 
645 650 655 

Phe Leu val His Gly Ser Leu Ser Trp Val Glu Lys Gly Gly Lys Tyr 
660 665 670 

val val Arg Ser Pro lie val Ala Thr Asn Ser 
675 680 



<210> 21 

<211> 770 

<212> PRT 

<213> Nicotiana benthamiana 



<220> 

<221> mi sc_f eature 
<222> (211). .(211) 

<223> Xaa can be any naturally occurring amino acid 
<400> 21 

val Phe Pro Phe Phe Phe lie lie lie Ser Phe Cys Leu Thr Pro val 
15 10 15 

Thr lie Ser val Gin Ser Asp Gly His Glu Thr Phe lie lie His Val 
20 25 30 

Ser Lys Ser Asp Lys Pro Arg val Phe Thr Thr His His His Trp Tyr 
35 40 45 

Ser ser lie lie Arg Ser val Ser Gin His Pro Ser Lys lie Leu Tyr 
50 55 60 

Thr Tyr Glu Arg Ala Ala Val Gly Phe Ser Ala Arg Leu Thr Ala Ala 
65 ~ 70 75 80 

Gin Ala Asp Gin Leu Arg Arg lie Pro Gly Val lie Ser val Leu Pro 
85 ~ " 90 95 

Asp Glu val Arg His Leu His Thr Thr His Thr Pro Thr Phe Leu Gly 
100 105 110 

Leu Ala Asp Ser Phe Gly Leu Trp Pro Asn Ser Asp Tyr Ala Asp Asp 
115 120 125 
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SequenceLi sti ng . ST2 5 

val lie val Gly val Leu Asp Thr Gly lie Trp Pro Glu Arg Pro Ser 

130 135 140 

Phe Ser Asp Glu Gly Leu Ser Thr Val Pro Ser Ser Trp Lys Gly Lys 
145 150 155 160 

Cys Val Thr Gly Pro Asp Phe Pro Glu Thr Ser Cys Asn Lys Lys lie 
165 170 175 

lie Gly Ala Gin Met Phe Tyr Lys Gly Tyr Glu Ala Lys His Gly Pro 
180 185 190 

Met Asp Glu Ser Lys Glu Ser Lys Ser Pro Arg Asp Thr Glu Gly His 
195 200 205 

Gly Thr xaa Thr Ala Ser Thr Ala Ala Gly Ser Leu Val Ala Asn Ala 

210 215 220 

Ser Phe Tyr Gin Tyr Ala Lys Gly Glu Ala Arg Gly Met Ala lie Lys 
225 230 235 240 

Ala Arg He Ala Ala Tyr Lys lie Cys Trp Lys Asn Gly Cys Phe Asn 
245 250 255 

Ser Asp lie Leu Ala Ala Met Asp Gin Ala val Asp Asp Gly val His 
260 265 270 

val lie Ser Leu Ser val Gly Ala Asn Gly Tyr Ala Pro His Tyr Leu 
275 280 285 

Tyr Asp Ser lie Ala lie Gly Ala Phe Gly Ala Ser Glu His Gly Val 

290 295 300 

Leu Val Ser Cys Ser Ala Gly Asn Ser Gly Pro Gly Ala Tyr Thr Ala 
305 310 315 320 

val Asn lie Ala Pro Trp Met Leu Thr Val Gly Ala Ser Thr lie Asp 
325 330 335 

Arg Glu Phe Pro Ala Asp val lie Leu Gly Asp Asn Arg lie Phe Gly 
340 345 ' 350 

Gly Val Ser Leu Tyr Ser Gly Asn Pro Leu Thr Asp Ala Lys Leu Pro 
355 360 365 

Val val Tyr Ser Gly Asp Cys Gly Ser Lys Tyr Cys Tyr Pro Gly Lys 
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SequenceLi sting. ST25 
370 375 380 

Leu Asp Pro Lys Lys val Ala Gly Lys lie Val Leu Cys Asp Arg Gly 
385 390 395 400 

Gly Asn Ala Arg Val Glu Lys Gly Ser Ala Val Lys Gin Ala Gly Gly 
405 410 415 

Val Gly Met lie Leu Ala Asn Leu Ala Asp Ser Gly Glu Glu Leu val 
420 425 430 

Ala Asp Ser His Leu Leu Pro Ala Thr Met Val Gly Gin Lys Ala Gly 
435 440 445 

Asp Lys lie Arg His Tyr val Thr Ser Asp Pro Ser Pro Thr Ala Thr 
450 455 460 

lie Val Phe Arg Gly Thr Val lie Gly Lys Ser Pro Ala Ala Pro Arg 
465 470 475 480 

Val Ala Ala Phe Ser Ser Arg Gly Pro Asn His Leu Thr Pro Glu lie 
485 490 495 

Leu Lys Pro Asp val lie Ala Pro Gly Val Asn lie Leu Ala Gly Trp 
500 505 510 

Thr Gly Ser val Gly Pro Thr Asp Leu Asp lie Asp Thr Arg Arg val 
515 520 525 

Glu Phe Asn lie lie Ser Gly Thr Ser Met Ser Cys Pro His Val Gly 
530 535 540 

Gly Leu Ala Ala Leu Leu Arg Arg Ala His Pro Lys Trp Thr Pro Ala 
545 550 ~ 555 560 

Ala Val Lys Ser Ala Leu Met Thr Thr Ala Tyr Asn Leu Asp Asn Ser 
565 570 575 

Gly Lys val Phe Thr Asp Leu Ala Thr Gly Gin Glu Ser Thr Pro Phe 
580 585 590 

val His Gly Ser Gly His Val Asp Pro Asn Arg Ala Leu Asp Pro Gly 
595 600 605 

Leu lie Tyr Asp lie Glu Thr Ser Asp Tyr val Asn Phe Leu Cys Ser 
610 615 620 
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SequenceLi sti ng . ST25 
lie Gly Tyr Asp Gly Asp Asp val Ala Val Phe Ala Arg Asp Ser Ser 
625 630 635 640 

Arg val Asn Cys Ser Glu Arg Ser Leu Ala Thr Pro Gly Asp Leu Asn 
645 650 655 

Tyr Pro Ser Phe Ser Val Val Phe Thr Gly Glu Ser Asn Gly val Val 
660 665 670 

Lys Tyr Lys Arg val val Asn Asn val Gly Lys Asn Thr Asp Ala val 
675 680 685 

Tyr Glu Val Lys val Asn Ala Pro Ser Ser Val Glu val Asn val Ser 
690 695 700 

Pro Ala Lys Leu Val Phe Ser Glu Glu Lys Gin ser Leu ser Tyr Glu 
705 710 715 720 

lie Ser Leu Lys Ser Lys Lys Ser Gly Asp Leu Gin Met val Lys Gly 
725 730 735 

lie Glu ser Ala Phe Gly ser lie Glu Trp ser Asp Gly lie His Asn 
740 745 750 

val Arg Ser Pro lie Ala val Arg Trp Arg His Tyr Ser Asp Ala Ala 
755 760 765 



Ser Met 
770 



<210> 22 

<211> 770 

<212> PRT 

<213> Nicotiana benthamiana 

<400> 22 

Pro Thr Arg Pro Val Phe Pro Phe Phe Phe lie lie lie Ser Phe Cys 
1 5 10 15 

Leu Thr Pro val Thr lie Ser val Gin Ser Asp Gly His Glu Thr Phe 
20 25 30 

lie lie His val Ser Lys Ser Asp Lys Pro Arg val Phe Thr Thr His 
35 40 45 

His His Trp Tyr Ser ser lie lie Arg ser Val Ser Gin His Pro Ser 
50 55 60 
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SequenceLi sti ng . ST2 5 
Lys lie Leu Tyr Thr Tyr Glu Arg Ala Ala val Gly Phe Ser Ala Arg 
65 70 ~ 75 80 

Leu Thr Ala Ala Gin Ala Asp Gin Leu Arg Arg lie Pro Gly Val lie 
85 90 ~ 95 

Ser val Leu Pro Asp Glu Val Arg His Leu His Thr Thr His Thr Pro 
100 105 110 

Thr Phe Leu Gly Leu Ala Asp Ser Phe Gly Leu Trp Pro Asn Ser Asp 
115 120 125 

Tyr Ala Asp Asp Val lie val Gly Val Leu Asp Thr Gly lie Trp Pro 
130 135 140 

Glu Arg Pro Ser Phe Ser Asp Glu Gly Leu Ser Thr Val Pro Ser Ser 
145 150 ' 155 160 

Trp Lys Gly Lys Cys Val Thr Gly Pro Asp Phe Pro Glu Thr Ser Cys 
165 170 175 

Asn Lys Lys lie lie Gly Ala Gin Met Phe Tyr Lys Gly Tyr Glu Ala 
180 185 190 

Lys His Gly Pro Met Asp Glu Ser Lys Glu Ser Lys Ser Pro Arg Asp 
195 200 205 

Thr Glu Gly His Gly Thr His Thr Ala Ser Thr Ala Ala Gly Ser Leu 
210 215 220 

Val Ala Asn Ala Ser Phe Tyr Gin Tyr Ala Lys Gly Met Ala lie Lys 
225 230 235 240 

Ala Arg lie Ala Ala Tyr Lys lie Cys Trp Lys Asn Gly Cys Phe Asn 
245 250 255 

Ser Asp lie Leu Ala Ala Met Asp Gin Ala Val Asp Asp Gly Val His 
260 265 270 

Val lie Ser Leu ser Val Gly Ala Asn Gly Tyr Ala Pro His Tyr Leu 
275 280 285 

Tyr Asp Ser lie Ala lie Gly Ala Phe Gly Ala Ser Glu His Gly Val 
290 295 300 

Leu val Ser Cys Ser Ala Gly Asn Ser Gly Pro Gly Ala Tyr Thr Ala 
305 310 315 320 
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SequenceLi sti ng . ST25 

Val Asn lie Ala Pro Trp Met Leu Thr Val Gly Ala Ser Thr lie Asp 
325 330 335 

Arg Glu Phe Pro Ala Asp val lie Leu Gly Asp Asn Arg lie Phe Gly 
340 345 350 

Gly val Ser Leu Tyr Ser Gly Asn Pro Leu Thr Asp Ala Lys Leu Pro 
355 360 365 

Val val Tyr Ser Gly Asp Cys Gly Ser Lys Tyr Cys Tyr Pro Gly Lys 
370 375 380 

Leu Asp Pro Lys Lys val Ala Gly Lys lie Val Leu Cys Asp Arg Gly 
385 390 395 400 

Gly Asn Ala Arg Val Glu Lys Gly Ser Ala Val Lys Gin Ala Gly Gly 
405 410 415 

val Gly Met lie Leu Ala Asn Leu Ala Asp Ser Gly Glu Glu Leu Val 
420 425 430 



Ala Asp Ser His Leu Leu Pro Ala Thr Met val Gly Gin Lys Ala Gly 
435 440 445 

Asp Lys lie Arg His Tyr Val Thr ser Asp Pro Ser Pro Thr Ala Thr 
450 ~ 455 460 

lie val Phe Arg Gly Thr Val lie Gly Lys Ser Pro Ala Ala Pro Arg 
465 ~ 470 475 480 

Val Ala Ala Phe Ser ser Arg Gly Pro Asn His Leu Thr Pro Glu lie 
485 490 495 

Leu Lys Pro Asp val lie Ala Pro Gly Val Asn lie Leu Ala Gly Trp 
500 505 510 

Thr Gly Ser Val Gly Pro Thr Asp Leu Asp lie Asp Thr Arg Arg Val 
515 520 525 ^ 

Glu Phe Asn lie lie ser Gly Thr ser Met Ser Cys Pro His Val Gly 
530 535 540 

Gly Leu Ala Ala Leu Leu Arg Arg Ala His Pro Lys Trp Thr Pro Ala 
545 550 555 560 

Ala Val Lys Ser Ala Leu Met Thr Thr Ala Tyr Asn Leu Asp Asn Ser 
565 570 575 
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SequenceLi sti ng . ST25 

Gly Lys val Phe Thr Asp Leu Ala Thr Gly Gin Glu Ser Thr Pro Phe 
580 585 590 

val His Gly Ser Gly His Val Asp Pro Asn Arg Ala Leu Asp Pro Gly 
595 600 605 

Leu lie Tyr Asp lie Glu Thr Ser Asp Tyr val Asn Phe Leu Cys Ser 
610 615 620 

Met Ala Tyr Asp Gly Asp Asp Val Ala Val Phe Ala Arg Asp Ser Ser 
625 * 630 635 ~ 640 

Arg val Asn Cys Ser Glu Arg ser Leu Ala Thr Pro Gly Asp Leu Asn 
645 " 650 655 

Tyr Pro Ser Phe ser val val Phe Thr Gly Glu Ser Asn Gly Val Val 
660 665 670 

Lys Tyr Lys Arg val Val Asn Asn Val Gly Lys Asn Thr Asp Ala Val 
675 680 685 

Tyr Glu val Lys val Asn Ala Pro Ser Ser val Glu val Asn val Ser 
690 695 700 

Pro Ala Lys Leu val Phe Ser Glu Glu Lys Gin Ser Leu Ser Tyr Glu 
705 710 715 720 

lie Ser Leu Lys Ser Lys Lys Ser Gly Asp Leu Gin Met val Lys Gly 
725 730 735 

lie Glu Ser Ala Phe Gly ser lie Glu Trp Ser Asp Gly lie His Asn 
740 745 750 

Val Arg Ser Pro lie Ala Val Arg Trp Arg His Tyr Ser Asp Ala Ala 
755 760 765 



Ser Met 
770 



<210> 23 
<211> 775 
<212> PRT 

<213> Nicotiana benthamiana 
<400> 23 

Leu Ser Ser Ser Ser Ser Ser Phe Ser Leu Leu lie Phe Phe Phe Leu 
15 10 15 
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SequenceLi sti ng . ST2 5 

Asn Ser Leu val lie Ser val Gin Leu Asp Gly His Lys Thr Phe lie 
20 25 30 

val His val Ser Lys Ser His Lys Pro His lie Phe Thr Thr Arg Gin 
35 40 45 

His Trp Tyr Ser Ser lie Leu Arg Ser Val Ser Ser Ser Ser Gin His 
50 55 60 

Ser Ala Lys He Leu Tyr Ser Tyr Asp Tyr Ala Ala Arg Gly Phe Ser 
65 70 75 80 

Ala Arg Leu Thr Ser Gly Gin Ala Asp Arg Leu Arg Arg Met Pro Gly 
85 90 95 

val Val Ser val val Pro Asp Arg Ala Arg Gin Leu His Thr Thr His 
100 105 110 

Thr Pro Thr Phe Leu Gly Leu Ala Asp Ser Phe Gly Leu Trp Pro Asn 
115 120 125 

Ser Asp Tyr Ala Asp Asp Val lie Val Gly val Leu Asp Thr Gly lie 
130 135 140 

Trp Pro Glu Arg Pro Ser Phe Ser Asp Gly Gly Leu Ser Ala val Pro 
145 " 150 155 160 

Ser Gly Trp Lys Gly Lys Cys Glu Thr Gly Leu Asp Phe Pro Ala Thr 
165 170 175 

Ser Cys Asn Arg Lys lie lie Gly Ala Arg Leu Phe Tyr Lys Gly Tyr 
180 185 " 190 

Glu Ala Asp Arg Gly Ser Pro lie Asp Glu Ser Lys Glu Ser Lys Ser 
195 200 205 

Pro Arg Asp Thr Glu Gly His Gly Thr His Thr Ala Ser Thr Ala Ala 
210 215 220 

Gly Ser val Val Ala Asn Ala Ser Phe Phe Gin Tyr Ala Lys Gly Glu 
225 230 235 240 

Ala Arg Gly Met Ala Val Lys Ala Arg lie Ala Ala Tyr Lys lie Cys 
245 250 255 

Trp Lys Thr Gly Cys Phe Asp Ser Asp lie Leu Ala Ala Met Asp Gin 
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SequenceLi sti ng . ST2 5 
260 265 ~ 270 

Ala val Ala Asp Gly val His val lie Ser Leu Ser val Gly Ala Asp 
275 280 285 

Gly Tyr Ala Pro Glu Tyr Asp Ala Asp Ser lie Ala lie Gly Ala Phe 
290 295 300 

Gly Ala ser Glu His Gly val val Val Ser Cys Ser Ala Gly Asn Ser 
305 310 315 320 

Gly Pro Gly Ala Ser Thr Ala val Asn Val Ala Pro Trp lie Leu Thr 
325 330 335 

Val Ala Ala Ser Thr lie Asp Arg Glu Phe Pro Ala Asp val lie Leu 
340 345 350 

Gly Asp Gly Arg lie Phe Gly Gly val Ser Leu Tyr Ser Gly Asp Pro 
355 ~ 360 365 

Leu Gly Asp ser Lys Leu Pro Leu val Tyr Ser Gly Asp Cys Gly Ser 
370 375 380 

Gin Leu Cys Tyr Pro Gly Met Leu Asp Pro Ser Lys Val Ala Gly Lys 
385 390 395 400 

lie Val Leu Cys Asp Arg Gly Gly Asn Ala Arg Val Glu Lys Gly Ser 
405 ~ 410 " 415 

Ala Val Lys Leu Ala Gly Gly Ala Gly Met val Leu Ala Asn Leu Ala 
420 425 430 

Asp Ser Gly Glu Glu Leu val Ala Asp Ser His Leu Leu Pro Ala Thr 
435 440 445 

Met val Gly Gin Lys Ala Gly Asp Glu lie Arg Asp Tyr val Lys Ser 
450 455 460 

Asp ser ser Pro Lys Ala Thr lie val Phe Lys Gly Thr Val lie Gly 
465 470 475 480 

Lys Ser Pro Ser Ala Pro Arg He Ala Ala Phe Ser Gly Arg Gly Pro 
485 490 495 

Asn Tyr Val Thr Pro Glu lie Leu Lys Pro Asp Val Thr Ala Pro Gly 
500 505 510 
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SequenceLi sti ng . ST2 5 
val Asn lie Leu Ala Gly Trp Thr Gly Ser lie Gly Pro Thr Asp Leu 
515 ' 520 525 

Glu lie Asp Thr Arg Arg Val Glu Phe Asn lie lie Ser Gly Thr Ser 
530 535 540 

Met Ser Cys Pro His val Ser Gly Leu Ala Ala Leu Leu Arg Lys Ala 
545 550 555 560 

Tyr Pro Lys Trp Thr Thr Ala Ala lie Lys Ser Ala Leu Met Thr Thr 
565 570 575 

Ala Tyr Asn val Asp Asn Ser Gly Lys Thr Phe Thr Asp Leu Ala Thr 
580 585 590 

Gly Gin Glu Ser Ser Pro Phe Val His Gly Ser Gly His Val Asp Pro 
595 600 605 

Asn Arg Ala Leu Asp Pro Gly Leu val Tyr Asp lie Asp Thr Lys Asp 
610 615 620 

Tyr val Asp Phe Leu Cys Ala lie Gly Tyr Asp Pro Lys Arg lie Ser 
625 630 635 640 

Pro Phe Val Lys Asp Thr Ser Ser Val Asn Cys Ser Glu Lys Asn Leu 
645 650 655 

val Ser Pro Gly Asp Leu Asn Tyr Pro Ser Phe Ser Val Val Phe Gly 
660 665 670 

Ser Asp Ser val val Lys Asn Lys Arg val val Lys Asn Val Gly Arg 
675 680 685 

Asn Thr Asn Ala Val Tyr Glu Val Lys lie Asn Ala Pro Gly Ser val 
690 695 700 

Glu Val Lys val Thr Pro Thr Lys Leu Ser Phe Ser Glu Lys Asn Lys 
705 710 715 720 

Ser Leu Ser Tyr Glu lie Ser Phe Ser Ser Asn Gly Ser Val Gly Leu 
725 730 ' 735 

Glu Arg Val Lys Gly Leu Glu Ser Ala Phe Gly Ser lie Glu Trp Ser 
740 745 750 

Asp Gly lie His Ser val Arg Ser Pro lie Ala val His Trp Leu Leu 
755 760 765 
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SequenceLi sti ng . ST25 



His Ser Ala Thr Glu Ser Gin 
770 775 



<210> 24 

<211> 398 

<212> PRT 

<213> Nicotiana benthamiana 

<400> 24 

Gly val lie lie Gly val lie Asp Thr Gly lie Phe Pro Asp His Pro 
1 5 10 15 

Ser Phe Ser Asp Val Gly Met Ser Pro Pro Pro Ala Lys Trp Lys Gly 
20 25 30 

Phe Cys Glu Ser Asn Phe Thr Thr Lys Cys Asn Asn Lys lie lie Gly 
35 40 45 

Leu Arg Ser Phe Arg Leu ser Glu Asp Thr Pro lie Asp Thr Asp Gly 
50 55 60 

His Gly Thr His Thr Ala Ser Thr Ala Ala Gly Ala Phe Val Lys Gly 
65 70 75 80 

Ala Asn Phe Phe Gly Asn Ala Asn Gly Thr Ala val Gly val Ala Pro 
85 90 95 



Leu Ala His Met Ala lie Tyr Lys Val Cys Ser Phe Ala Thr Cys Ser 
100 105 110 

Glu Thr Asp Ala Leu Ala Ala Met Asp Ala Ala lie Asp Asp Gly val 
115 120 125 

Asp lie lie Ser Ala Ser Leu Gly Gly Phe Thr Asn Ala Pro Leu His 
130 135 140 

Asp Asp Pro lie Ser Leu Gly Ala Tyr Ser Ala Thr Glu Lys Gly lie 

145 150 155 160 

Leu Ala Ser Ala Ser Ala Gly Asn Ser Glu Phe Asp Asn Pro val Ala 
165 170 175 

Asn Asn Ala Pro Trp lie Leu Thr Val Gly Ala Ser Thr His Asp Arg 
180 185 190 

Lys Leu Lys Ala Thr val Lys Leu Gly Asn Lys Glu Glu Phe Glu Gly 
195 200 205 
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Glu Ser Ala Asp Gin Pro Lys Thr Ser Asn Ser Thr Phe lie Ala Leu 
210 215 220 

Phe Asp Ala Gly Lys Asn Ala Ser Asp Gin Asp Ala Pro Phe Cys Arg 
225 230 235 240 

Ser Trp Ala Met Thr Asp Pro Ala lie Lys Gly Lys lie val Leu Cys 
245 250 255 

Gin Lys Asp Pro Ser Ser Leu Thr ser ser Gin Gly Arg Asn val Lys 
260 265 270 

Asp Ala Gly Gly val Gly Met lie Leu lie Asn Asn Pro Glu Asp Gly 
275 280 285 

Val Thr Lys Ser Ala Thr Ala His val Leu Pro Ala Leu Asp val Ser 
290 295 300 

His Glu Glu Gly Glu Lys lie Lys Ala Tyr lie Asn Ser Thr Ser Asn 
305 310 315 320 

Pro lie Ala Ala lie Thr Phe Gin Gly Thr Val lie Gly Asp Lys Asn 
325 330 * 335 

Ala Pro lie Val Ala ser Phe Ser Ala Arg Gly Pro Ser Arg Ala Asn 
340 345 ~ 350 

Pro Gly lie Leu Lys Pro Asp He lie Gly Pro Gly Val Asn lie Leu 
355 360 365 

Ala Ala Trp Pro Thr Thr val Asn lie Pro Asn Lys Asn Thr Asn ser 
370 375 380 

Gly Phe Asn lie lie Ser Gly Thr ser Met Ser Cys Pro His 
385 390 395 

<210> 25 
<211> 398 
<212> PRT 

<213> Nicotiana benthamiana 
<400> 25 

Gly val lie lie Gly Val lie Asp Thr Gly lie Val Pro Asp His Pro 
15 10 15 

Ser Phe Ser Asp val Gly Met Pro Pro Pro Pro Ala Lys Trp Lys Gly 
20 25 30 
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Phe Cys Glu Ser Asn Phe Thr Thr Lys Arg Asn Asn Lys Leu lie Gly 
35 40 ~ 45 

Ala Arg Ser Phe Pro Leu Asp Asn Gly Pro lie Asp Glu Asn Gly His 
50 55 60 

Gly Thr His Thr Ala Ser Thr Ala Ala Gly Ala Phe val Lys Gly Ala 
65 70 75 80 

Asn val Phe Gly Asn Ala Asn Gly Thr Ala Val Gly Val Ala Pro Leu 
85 90 95 

Ala His lie Ala lie Tyr Lys val Cys Gly Ser Asp Gly Val Cys Ser 
100 105 110 

Asp val Glu lie Leu Pro Ala Met Asp val Ala lie Asp Asp Gly val 
115 120 125 

Asp lie Leu Ser lie Ser Leu Gly Gly Thr Ser Asn Pro Phe His Asn 
130 135 140 

Asp Lys lie Ala Leu Gly Ala Tyr Ser Ala Thr Glu Arg Gly lie Leu 
145 150 155 ~ 160 

val Ser Cys Ser Ala Gly Asn Ser Gly Pro Phe Gin Arg Thr val Asn 
165 170 175 

Asn Asp Ala Pro Trp lie Leu Thr val Gly Ala ser Thr His Asp Arg 
180 185 190 

Lys Leu Lys Ala Thr Val Lys Leu Gly Asn Lys Glu Glu Phe Glu Gly 
195 200 205 

Glu Ser Ala Tyr His Pro Lys Thr ser Ser ser Thr Phe Phe Thr Leu 
210 215 220 

Phe Asp val Glu Lys Asp Gly Thr Arg Ala Thr Arg Ala Pro Phe Cys 
225 230 235 240 

lie Pro Gly Ser Leu Thr Asp Pro Ser lie Arg Gly Lys lie val val 
245 250 255 

Cys Leu val Gly Gly Gly val Arg Thr Val Asp Lys Gly Gin Val Val 
260 265 270 

Lys Asp Ala Gly Gly val Gly Met lie Leu lie Asn Asn Pro Glu Asp 
275 280 285 
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Gly val Thr Lys Ser Ala Glu Ala His val Leu Pro Ala Leu Asp val 
290 295 300 

Ser Asp Ala Asp Gly Lys Lys lie Leu Ala Tyr lie Asn Ser Thr Ser 
305 310 315 320 

Asn Pro Val Ala Ala lie Thr Phe His Gly Thr Val Leu Gly Asp Lys 
325 330 335 

Asn Ala Pro lie Val Ala ser Phe Ser Ser Arg Gly Pro Ser Glu Ala 
340 345 ~ 350 

Ser Arg Gly lie Leu Lys Pro Asp lie lie Gly Pro Gly val Asn Val 
355 360 365 

Leu Ala Ala Trp Pro Thr ser Val Asp Asn Asn Lys Asn Thr Lys Ser 
370 375 380 

Thr Phe Asn lie lie Ser Gly Thr Ser Met Ser Cys Pro His 
385 390 395 

<210> 26 

<211> 166 

<212> PRT 

<213> Nicotiana benthamiana 

<400> 26 

His Ala Ser Asp Gly Ala Gly His lie Asn Pro Arg Lys Ala val Asp 
1 5 10 ,15 

Pro Gly Leu val Tyr Asp lie Gly Ala Gin Asp Tyr Phe Glu Phe Leu 
20 25 30 

Cys Thr Gin Gin Leu Ser Pro Ser Gin Leu Thr Val Phe Gly Lys Phe 
35 40 45 

Ser Asn Arg Thr Cys His His Ser Leu Ala Asn Pro Gly Asp Leu Asn 
50 55 60 

Tyr Pro Ala lie Ser Ala val Phe Pro Glu Asp Ala Lys Val Ser Thr 
65 70 75 80 

Leu Thr Leu His Arg Thr Val Thr Asn Val Gly Ser Pro lie Ser Asn 
85 90 95 

Tyr His val Arg Val ser Pro Phe Lys Gly Ala val val Lys val Glu 
100 105 110 
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SequenceLi sti ng . ST2 5 



Pro Ser Arg Leu Asn Phe Thr Ser Lys His Gin Lys Leu ser Tyr Lys 
115 120 125 

Val lie Phe Glu Thr Lys Tyr Arg Gin Lys Ala Arg Glu Phe Gly Ser 
130 135 140 

Leu Leu Trp Lys Asp Gly Thr His Lys Val Arg ser Thr lie Val lie 
145 150 155 160 

Thr Trp Leu Ala Ser lie 
165 

<210> 27 
<211> 766 
<212> PRT 

<213> Nicotiana benthamiana 



<220> 

<221> mi sc_f eat u re 

<222> (455). .(455) 

<223> Xaa can be any naturally occurring amino acid 
<220> 

<221> mi sc_f eature 

<222> (458). .(458) 

<223> Xaa can be any naturally occurring amino acid 
<220> 

<2 2 1> mis c_f eat u r e 

<222> (546). .(546) 

<223> Xaa can be any naturally occurring amino acid 
<220> 

<221> mi sc_f eature 

<222> (554). .(554) 

<223> Xaa can be any naturally occurring amino acid 
<220> 

<221> mi sc_f eature 

<222> (556). .(556) 

<223> Xaa can be any naturally occurring amino acid 
<220> 

<2 2 1> mis c_f ea t u r e 

<222> (564). .(564) 

<223> Xaa can be any naturally occurring amino acid 
<220> 

<221> mi sc_feature 

<222> (583). .(583) 

<223> Xaa can be any naturally occurring amino acid 
<220> 

<221> mi sc_f eature 

<222> (615). .(615) 

<223> xaa can be any naturally occurring amino acid 
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<220> 

<221> mi sc_f eature 

<222> (648) . . (648) 

<223> xaa can be any naturally occurring amino acid 

<400> 27 

Met Ala Arg Pro Gly Gly Met val Leu Ser Thr Leu Phe Leu Met Leu 
1 5 10 15 

Phe His val Phe Val His Ala Gly Gin Asn Gin Lys Lys Thr Tyr lie 
20 25 30 

lie Tyr Met Asp Lys Ser Asn lie Pro Ala Asp Phe Asp Asp His Thr 
35 40 45 

Leu Trp Tyr Asp Ser Ser Leu Lys Ser val Ser Lys Gly Ala Asn Met 
50 55 60 

Leu Tyr Thr Tyr Asn Asn val lie His Gly Tyr Ser Thr Gin Leu Thr 
65 70 75 80 

Ala Asp Glu Ala Lys Ser Leu Glu Gin Gin Pro Gly lie Leu Ser Val 
85 90 95 

His Glu Glu Val Arg Tyr Glu Leu His Thr Thr Arg Ser Pro Thr Phe 
100 105 110 

Leu Gly Leu Glu Gly Arg Glu Ser Lys Ser Phe Phe Leu Gin Ala Glu 
115 120 125 

Thr Arg Ser Glu val lie lie Gly val Leu Asp Thr Gly val Trp Pro 
130 135 ' 140 

Glu Ser Lys Ser Phe Asp Asp Thr Gly Leu Gly Pro Val Pro Met Ser 
145 150 155 160 

Trp Lys Gly Glu Cys Gin lie Gly Lys Asn Phe Lys Ala Ser Ser Cys 
165 170 175 

Asn Arg Lys Leu lie Gly Ala Arg Phe Phe Ser Gin Gly Tyr Glu Ala 
180 185 190 

Ala Phe Gly Ala lie Asp Glu Thr Thr Glu Ser Lys Ser Pro Arg Asp 
195 200 205 

Asp Asp Gly His Gly Thr His Thr Ala Thr Thr Ala Ala Gly Ser Val 
210 215 220 
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val Thr Gly Ala Ser Leu Phe Gly Tyr Ala Ala Gly Thr Ala Arg Gly 
225 230 235 240 

Met Ala Ser His Ala Arg val Ala Ala Tyr Lys val Cys Trp Ala Gly 
245 250 255 

Gly Cys Phe Ser Ser Asp lie Leu Ala Gly Met Asp Gin Ala val lie 
260 265 270 

Asp Gly Val Asn val Leu Ser Leu Ser Leu Gly Gly Thr lie Ser Asp 
275 280 285 

Tyr Tyr Arg Asp lie Val Ala lie Gly Gly Phe Ser Ala Ala Ser Gin 

290 ~ 295 300 

Gly lie Phe val Ser Cys Ser Ala Gly Asn Gly Gly Pro Gly Ser Gly 
305 310 315 320 

Ser Leu Ser Asn Ala Ala Pro Trp lie Thr Thr val Gly Ala Gly Thr 
325 330 335 

Met Asp Arg Glu Phe Pro Ala Tyr lie Ser Leu Gly Asn Gly Lys Lys 
340 345 ' 350 

Phe ser Gly val Ser Leu Tyr Ser Gly Lys Ala Leu Pro Ser Ser Val 
355 360 365 

Met Pro Leu Val Tyr Ala Gly Asn Ala Ser Gin Ala Ser Asn Gly Asn 

370 375 380 

Leu Cys Thr Ser Gly Ser Leu lie Pro Glu Lys Val Asp Gly Lys lie 
385 390 395 400 

val val Cys Asp Arg Gly Met Asn Ala Arg Ala Gin Lys Gly Leu val 
405 410 415 

Val Lys Asp Ala Gly Gly lie Gly Met lie Leu Ala Asn Thr Asp Ser 
420 425 430 

Tyr Gly Asp Glu Leu val Ala Asp Ala His Leu lie Pro Thr Gly Ala 
435 440 445 

Val Gly Gin Thr Ala Gly Xaa Leu lie Xaa Arg Tyr lie Ala Ser Asp 

450 455 460 

Ser Asn Pro lie Thr Thr lie Ala Phe Gly Gly Thr Lys Leu Gly Val 
465 470 475 480 
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Gin Pro Ser Pro Val Val Ala Ala Phe Ser Ser Arg Gly Pro Asn Pro 
485 490 495 

lie Thr Pro Glu lie Leu Lys Pro Asp Leu lie Ala Pro Gly val Asn 
500 505 510 

lie Leu Ala Gly Trp Thr Gly Lys Val Gly Pro Thr Gly Leu Pro Glu 
515 520 525 

Asp Thr Arg Asn Val Gly Phe Asn lie lie Ser Gly Thr Ser Met Ser 
530 ~ 535 540 

Cys Xaa His Val Ser Gly Leu Ala Ala Xaa Leu Xaa Ala Ala His Pro 
545 550 555 560 

Glu Trp Ser Xaa Gly val lie Arg Ser Ala Leu Met Thr Thr Gly Tyr 
565 570 575 

Ser Thr His Lys Asn Gly Xaa Met lie Glu Asp val Ala Thr Gly Met 
580 585 590 

ser Tyr Thr Pro Val Asp His Gly Ala Gly His val Asn Pro Ala Ala 
595 600 605 

Ala Met Asn Pro Gly Leu Xaa Tyr Asp Leu Thr val Asp Asp Tyr lie 
610 615 620 

Asn Phe Leu Cys Ala Leu Asp Tyr Ser Pro Ser Met lie Lys Val lie 
625 630 635 640 

Ala Lys Arg Asp lie Ser Cys Xaa Asn Asn Lys Asp lie Glu Leu Leu 
645 650 655 

Thr Leu lie Thr His Leu Leu Pro Phe Leu Trp Lys Arg Ala Trp Gly 
660 665 670 

Glu His Ala Asn Ser Ser Ala Pro Thr Val Thr Arg Tyr Thr Arg Thr 
675 680 685 

Leu Thr Asn Val Gly Asn Pro Ala Thr Tyr Lys Ala Ser Val Ser Ser 
690 695 700 

Glu Met Gin Glu val Lys lie Gin Val Glu Pro Gin Thr Leu Thr Phe 
705 710 715 720 

Ser Arg Lys Lys Glu Lys Lys Thr Tyr Thr val Thr Phe Thr Ala Ser 
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725 730 735 

Ser Lys Pro Ser Gly Thr Thr Ser Phe Ala Arg Leu Glu Trp Ser Asp 
740 745 750 

Gly Gin His val val Ala Ser Pro lie Ala Phe Ser Trp Thr 
755 760 765 



<210> 28 

<211> 350 

<212> PRT 

<213> Nicotiana benthamiana 

<400> 28 

Asp Arg lie Glu Lys Gly Gin Ala Val Lys Asn Ala Gly Gly Val Gly 
1 5 10 15 

Met lie Leu lie Asn Arg Leu Gin Asp Gly Ser Thr Lys Ser Ala Asp 
20 25 30 

Ala His val Leu Pro Ala Leu Asp val Ser Phe Phe Asp Gly Phe Gin 
35 40 45 

lie Thr Glu Tyr Met Lys Ser Thr Lys Asn Pro val Ala Arg lie Thr 
50 55 60 

Phe Gin Gly Thr lie lie Gly Asp Lys Asn Ala Pro Val Leu Ala Gly 
65 70 75 80 

Phe Ser ser Arg Gly Pro Ser Thr Ala Ser Pro Gly lie Leu Lys Pro 
85 90 95 

Asp lie lie Gly Pro Gly val Asn val Leu Ala Ala Trp Pro Thr ser 
100 105 110 

Val Glu Asn Lys Thr Asn Thr Lys Ser Thr Phe Asn lie lie Ser Gly 
115 120 125 

Thr ser Met Ser Cys Pro His Leu Ser Gly val Ala Ala Leu Leu Lys 
130 135 140 

Ser Ala His Pro Thr Trp Ser Pro Ala Ala lie Lys Ser Ala lie Met 
145 150 155 160 

Thr Thr Ala Asp Thr val Asn Leu Ala Asn Asn Pro lie Leu Asp Glu 
165 170 175 

Met Leu Arg Pro Ala Asn lie Phe Ala lie Gly Ala Gly His val Asn 
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180 185 190 

Pro ser Arg Ala Asn Asp Pro Gly Leu val Tyr Asp Thr Gin Phe Lys 
195 200 205 

Asp Tyr lie Ser Tyr Leu Cys Gly Leu Lys Tyr Thr Asp Arg Gin Met 
210 215 * 220 

Gly Ser Leu Leu Gin Arg Arg Thr Ser Cys Ser Lys Val Lys Ser lie 
225 230 ~ 235 240 

Pro Glu Ala Gin Leu Asn Tyr Pro Ser Phe Ser lie Ser Leu Gly Ala 

245 250 255 

Asn Gin Gin Thr Tyr Thr Arg Thr Val Thr Asn val Gly Glu Ala Met 
260 ~ 265 270 

Ser Ser Tyr Arg val Lys lie Val Ser Pro Gin Asn val Ser Val val 
275 280 285 

Val Lys Pro Ser Thr Leu Lys Phe Thr Lys Leu Asn Gin Lys Leu Thr 
290 295 300 

Tyr Arg val Thr Phe Ser Thr Thr Thr Asn lie Thr Asn Met Glu val 
305 310 315 320 

val His Gly Tyr Leu Lys Trp Thr ser Asp Lys His Phe val Arg Ser 
325 330 335 

Pro lie Ala val lie Leu Gin Glu His Glu Thr Pro Glu Asp 
340 345 350 



<210> 29 
<211> 181 
<212> PRT 

<213> Nicotiana benthamiana 
<400> 29 

Ala lie Thr Ala Gly His val Asn Pro Glu Ser Ala lie Asp Pro Gly 
15 10 15 

Leu lie Tyr Asp Thr Asp Thr Ser Asp Tyr lie Asn Leu Leu Cys Ser 
20 25 30 

Leu Asn Tyr Thr Glu Lys Glu Met Lys Leu Phe Thr Asn Glu Ser Asn 
35 40 45 

Pro Cys Ser Gly Phe Thr Gly Ser Pro Leu Asp Leu Asn Tyr Pro Ser 
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SequenceLi sti ng . ST25 
55 60 



Leu Ser val Met Phe Arg Pro Asp Ser Ser val His val val Lys Arg 
65 70 75 80 

Thr Leu Thr His val Ala val Ser Lys Pro Glu val Tyr Lys val Lys 
85 90 95 

lie Leu Asn Leu Asn Ser Glu Lys Val Ser Leu Ser lie Ser Pro Met 
100 105 110 

Glu Leu Met Phe Asn Glu Ser Leu Arg Lys Gin Arg Tyr Met val Lys 
115 120 125 

Phe Glu Ser His His lie Phe Asn ser Ser Arg Lys lie Ala Glu Gin 
130 135 140 

Met Ala Phe Gly ser lie Ser Trp Glu Ser Glu Lys His Asn val Arg 
145 ' 150 155 160 

Ser Pro Phe Ala val Met Trp val Gin Gin Asn Phe Asn Asn Ser Arg 
165 170 175 

Leu Tyr Lys lie Thr 
180 



<210> 30 

<211> 10 

<212> PRT 

<213> Nicotiana benthamiana 

<400> 30 

Thr Thr His Thr Ser Gin Phe Leu Gly Leu 
1 5 10 



<210> 31 
<211> 14 
<212> PRT 

<213> Nicotiana benthamiana 
<400> 31 

Phe Gly Tyr Ala Thr Gly Thr Ala lie Gly lie Ala Pro Lys 
15 10 



<210> 32 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 
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<223> Used in PCR 



<400> 32 

gtcctaatcc ctagggattt aagg 



24 



<210> 33 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Used in PCR 

<400> 33 

ctttggaaat tgcagaaac 19 



<210> 34 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Used in PCR 



<210> 35 

<211> 45 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> used in PCR 

<400> 35 

gaattcgggg taccgcggcc gcgatatcct gcagggcgtt aactc 45 



<210> 36 

<211> 45 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Used in PCR 



<210> 37 

<211> 42 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> used in PCR 



<400> 34 

gtttctgcaa tttccaaag 



19 



<400> 36 

gaattcggta ccctgcagga tatcgcggcc gcggcgttaa ctcgg 



45 



<400> 37 
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tggttctgca gttatgcata ggcgtgatta tcggagttat ag 

<210> 38 

<211> 37 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> used in PCR 

<400> 38 

tttccttttg cggccgcgtg agggcaagac attgatg 

<210> 39 
<211> 249 
<212> PRT 

<213> Nicotiana benthamiana 
<400> 39 

Gly val lie lie Gly val He Asp Thr Gly lie Val Pro Asp His Pro 
15 10 15 

ser Phe Ser Asp val Gly Met Pro Pro Pro Pro Ala Lys Trp Lys Gly 
20 25 30 

Phe Cys Glu Ser Asn Phe Thr Thr Lys Cys Asn Asn Lys Leu lie Gly 
35 40 45 

Ala Arg Ser Phe Pro Leu Asp Asn Gly Pro lie Asp Glu Asn Gly His 
50 55 60 

Gly Thr His Thr Ala Ser Thr Ala Ala Gly Ala Phe val Lys Gly Ala 
65 70 75 80 

Asn Val Phe Gly Asn Ala Asn Gly Thr Ala Val Gly Val Ala Pro Leu 
85 90 95 

Ala Tyr lie Ala lie Tyr Lys Val Cys Gly Ser Asp Gly val Cys Ser 
100 105 110 

Asp val Glu lie Leu Ala Ala Met Asp Val Ala lie Asp Asp Gly Val 
115 120 125 

Asp lie Leu Ser lie Ser Leu Gly Gly Thr Ser Asn Pro Phe His Asn 
130 135 140 

Asp Lys lie Ala Leu Gly Ala Tyr Ser Ala Thr Glu Arg Gly lie Leu 
145 150 155 160 

Val ser Cys Ser Ala Gly Asn Ser Gly Pro Phe Gin Arg Thr val Asp 
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165 170 175 

Asn Asp Ala Pro Trp lie Leu Thr val Gly Ala Ser Thr His Asp Arg 
180 185 190 

Lys Leu Lys Ala Thr val Lys Leu Gly Asn Lys Glu Glu Phe Glu Gly 
195 200 205 

Glu Ser Ala Tyr His Pro Lys Thr Ser Asn Ser Thr Phe Phe Thr Leu 
210 215 220 



Phe Asp val Glu Lys lie val His Glu Gin Pro val Ala Pro Phe cys 
225 230 235 • 240 

lie Pro Gly Ser Leu Thr Asp Pro Ser 
245 



<210> 40 
<211> 249 
<212> PRT 

<213> Nicotiana benthamiana 
<400> 40 

Gly val lie lie Gly val lie Asp Thr Gly lie val Pro Asp His Pro 
15 10 15 

Ser Phe Ser Asp Val Gly Met Pro Pro Pro Pro Ala Lys Trp Lys Gly 
20 25 30 

Phe Cys Glu Ser Asn Phe Thr Thr Lys Cys Asn Asn Lys Leu lie Gly 
35 40 45 

Ala Arg Ser Phe Pro Leu Asp Asn Gly Pro lie Asp Glu Asn Gly His 
50 55 60 

Gly Thr His Thr Ala Ser Thr Ala Ala Gly Ala Phe val Lys Gly Ala 
65 70 75 80 

Asn val Phe Gly Asn Ala Asn Gly Thr Ala Val Gly val Ala Pro Leu 
85 * 90 95 

Ala Tyr lie Ala lie Tyr Lys val Cys Gly ser Asp Gly Val Cys Ser 
100 105 110 

Asp val Glu lie Leu Ala Ala Met Asp val Ala lie Asp Asp Gly val 
115 120 125 

Asp lie Leu Ser lie Ser Leu Gly Gly Thr Ser Asn Pro Phe His Asn 
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130 135 140 

Asp Lys lie Ala Leu Gly Ala Tyr Ser Ala Thr Glu Arg Gly lie Leu 
145 150 155 160 

val Ser Cys Ser Ala Gly Asn Ser Gly Pro Phe Gin Arg Thr Val Asp 
165 170 175 

Asn Asp Ala Pro Trp lie Leu Thr Val Gly Ala Ser Thr His Asp Arg 
180 185 190 

Lys Leu Lys Ala Thr val Lys Leu Gly Asn Lys Glu Glu Phe Glu Gly 
195 200 205 

Glu Ser Ala Tyr His Pro Lys Thr Ser Asn Ser Thr Phe Phe Thr Leu 
210 ' 215 220 

Phe Asp val Glu Lys lie val His Glu Gin Pro val Ala Pro Phe Cys 
225 230 235 240 

lie Pro Gly Ser Leu Thr Asp Pro Ser 
245 
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